ICS 07.080
CCS A 40 /’

)

1)

N RILFEE IR H#

GB/T XXXXX—XXXX

::ri,

FHRAR E B FHIERBINAEIAZK

Biotechnology — Requirements for data formatting and description in the life
sciences

(R AT S B PrtrE—EU IR R BIFRIR)

BRI %

FERIT BRI, R & RIE KA SR FIE A SR SO — FF Y E

XXXX = XX = XX &% XXXX = XX = XX 3£t
65 0 U,
6 5 b o 1L 35 P % D 2



—_

>~ W N

($a]

GB/T XXXXX—XXXX

H N
=27 111
=P v
T ] o e 5
T T S o 5
RIBERIIE X e e e e e e e 5
A A R O SR IR SRR ORISR 11
Aol R 11
4.2 AR AR o A R R T T 2 11
4.3 AW SERRIME S B AS SR B SO RS OosdE) 13
AR AR R AR I R B T TR 13
T 14
B. 2 A T oo 14
B 3 R e 14
5.4 KA A T A 14
B B A 14
. B H B 14
B T R e 15
B. 8 R T2 o ot 15
5.9  HEAR B T I B R 15
I g 1 -~ L 16
5. 1L B e 16
B, 12 B E Il o 16
5. 13 B I . 16
AR AR T E I T B R 16
B. L NI o 16
6. 2 A R B 17
6. 3 T A A 20
T A R AR T AR R B SR 20
1ol IR 20
T AR R B R 20
A T B T T B R e e 21
8. L I oo 21
8. 2 AR B R ) R B SR 21
A T R o 22
0. L I o 22
0. 2 B TR 22



GB/T XXXXX—XXXX

Bs A CEBMEY AR RFEEIRE AR IR . 24
O 57 A 24
A 2 OMICS(H%) . AWM ZER o F A E RIS 24
A 3 A A B R 2 L 32
A4 BT ARG BN A R 32
A5 R TA G R AR R A B AR T 34
A6 T AR A o I B IR T o 34

s B (BERME) B, BRI TR SRR AR 35
B L I L 35
B. 2 B AR T . o 35
B. 3 RREMR A . A R I I 2 L 37

B R o 43

1T



GB/T XXXXX—XXXX

]l

]

ARSCAHZIEGB/T 1. 1—2020 ChRAEAL TAFE N S51ER 7> AndEAL SO A H AR BRI AR
.

AR XXX X HEH
AT X X X X HH
AL LA
AL EEREAN

I1I



GB/T XXXXX—XXXX

]l

El
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EMRAR £ aRFRERAMEEENK

1 SEH

ASCAFRE 1A REE (B EYBOR AW 22 A S AR NSRRI FEANIT ) Hh B AAf . o £k
P R IR Hdhs S H BN ST ) 1) — Bk SUNUSCRE R . B o A b oh i Bl R LRt 1] &
o WUTEL ATEHEEATT R (F-A-T-R) (3RS,

ARSCAFIE I DAl B T A G 3R 10 % B AR Rk 2 v X e B R L PR e e R - 3 e
TR

ASCAFFRAL T B3R 10 T2 B0 sRe e Bdls AL A 3t B A% U 20K o ARSI IR 1 A A
R AN RO TR A JE . Uil EERAEVERTE A A 25K

ASCHRE T WA G R B S il R b RGO BB 2K, LS I Foth A i B4
AR T Bl A TR ) RN A R B 1) 255K

ASCAFIE R T AE BRI A G B2 P I VF 2 U, BREANIRT . AL dwRE 2 P s 2 Ak / 2 FH F
Foo DRI, R, Rk, SOASEYEOR (N T 2WsGa)T B 1) KTk R Eh 1 U,
InFER A (R KBTI . ZEE A S RO AL A D ek R4 22D Bl . B dLe .
wEARASE A fedlss. W, BB, i, aEM=, RaEm=, KRaEFR
FH IR AL -

2 HEMsImxH

AN A B P I S BRI 51 T AL AR SO AN R R S Fe v H IR 51 S,
A H IS N (R R AR 3@ Y T A SCft s AN H I 51 S, Hedmdhiocas CEIFERTA B ) &M T4
A

ISO 8601-1 Date and time — Representations for information interchange — Part 1: Basic
rules

ISO 8601-2 Date and time — Representations for information interchange — Part 2:

Extensions
3 AREFENX

THIARIE A E X 3EH T AR
3.1
EEFEEHFRER  American Standard Code for Information Interchange; ASCII
HL 184S T S A AR o
JE1: ASCIMARIBRIRTIEE N S B2 A AR B & (1 SOAR
F2: REBOURFFHnig J7 ZHHEETASCIT, REENCFF 2 AT R . EASCII -, 7R By svks
PREFFHRF — AT 3 (TMOBLIZERF o) Fome 8 LT 128N T RERI 4 -
3¥3: ISO/IEC 646Hid 3 T THZASCIT,
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3.2

EIEFRAEM  backward compatibility

BRI gm S AR U 5 S D R A I FE A, A g T o PAECE B dm b s v A 1 gD s vT DLE
T X R AR T G A b v A T B AR ) 4 B BSR4 3 AT R A R 4k S R
3.3

Z% character

AR ESSRGIEE LIRS, @M —H5, MG 7B REIE L R S .
3.4

¥4 characteristic

R 52 — A0 Gl — 215 R 10 JE P

[k 1SO 1087:2019, 3.2.1, A&kl

3.5

H class

WL EAEEVE . B, 7. R RMNE UK — 0 R IR .
3.6

{£R3  code

oA, BB BEEEH . RS 5SS BN — M ek s, DUE T4, @5 e
TR R AE A R 2R 45
3.7
& concept
FHRARE A R AIE 2H A B T R G
[kdF: 1SO 1087:2019, 3.2.7, HEk]
3.8
FT3r context
E SCESE N RIS H AU
[>kJsi: ISO/IEC 11179-1:2015, 3.3.7, H1&ek]
3.9
#iE data
PUE A5 ARl 3 T 04 J7 sO0HE BT Al S R I 3R
[k : ISO/IEC 2382:2015, 2121272, A&kl
3.10
¥IEIT data element
FE BRSO B AN AT S5 B T .
s AR R B AHL
2 ZoE AR, BAETEREIL ERSOhE AR aRIR” o XEWREE A BTN SCR N A HdE T
£ Wlm, WIS S AL TFXh i, BRI, KR, RS a7 LU .
[>kJsi: ISO/IEC 15944-1:2011, 3.16, A&kl
3. 11
HiEMRT data format
SO B B R A
(k¥ : ISO/TS 27790:2009, 3.18]
3.12

HIETEM  data integrity
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e T B P R AR B T7 2B e A

(kU : ISO/TS 27790:2009, 3.19]

.13

HIEFER!  data model

R & (B0 WERR, fREHEN . S E R R

[k¥i: ISO/IEC 11179-1:2015, 3.2.7]

14

HIERHE data provider

1B R EHERIRAR A NBRL

[k : 1SO/IEC/IEEE 5939:2017, 3.5]

.15

HWIEE data set

DA—Fofr g 2 o i s Xm0 1) B8R s ) T U R SR

G BRETTDURB/NI SR, RSB Can s8] YE B R E R A IR, (EAEEE BT RER
PEEEEN . Bt b, HEERENT DUNBIA S ERORHIE A A B BN R BURFAE S 1 o

2. BRETTDLDIRMIE R, H OISO B RS B 1 P IR SAEE R K . BT AL
Z R A A AT —Fp 23, AFEAVRO. JSON. RDFAIXML.

[kJi: ISO/IEC 11179-7:2019, 3.1.4]

16

HHEHEE data type

HAE o2, FUAnE H s

G BRI —AE, RIAAT DU IX L HE

2 BRI THER TN ES .

3 TR T IX AR 1)@ PR AN IR LeAE R A

4 BRI LA Z MO A0, Bl EHEE S HE .

17

HIERTSER data representation paradigm

B TH, $EHah e CWEEE, WA N R g iE 3.

.18

SR entity

FEATAAAE . W RAFAE BT BEAAAE I RAR B R Y, B 4638 LA S oA S ) A BAE

19

A BM extensibility

i X HIRRAS I RE , B A B ORI B R w512 S I AR 1 S35 i B e AR i A 1 T

S ELE P
3.20

EEIRAMY  forward compatibility
|H B s v 55 8 g A b E () e, e b vt T 5 8 g b s v — S #RE F AAR 4% T AR 1 2 B

P ) ELAFIAR -

[SkiE: ISO/IEC 13818-3:1998, 2.1.108, A&kl

3. 21

FRIRFF identifier
FRFRL, REOSTEIRE LSO bR SO A
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[Rik: ISO/TEC 11179-1:2015, 3.1.3, FHi&Ek]
.22
B#E{EM interoperability
PN B 2 A R GBI AS 5 B E g (s B RE
[R¥E: 1SO/TS 27790:2009, 3.39]
.23
EPRtEEFRIRSF internationalized resource identifier:; IRI
K Bl g F AR TR P8, BEREAESR E BN SCAME—FR IR 5 HOGHR I 27
3¥: IRI is an internet protocol element standard that builds on the uniform resource identifier (3.49)
by greatly expanding the set of permitted characters.
.24
JavaScript & FKRiE JavaScript Object Notation; JSON
THIBCHIE T SO A et 1
7 LU OJSON A% AR IEOE 5 TR E N GFFAZ |« @A G i8N .
[RJ: 1SO/TS 23029:2020, 3. 3]
.25
KHAfETF long—term storage
TE— BB E K BRI TR Y, K A PR B U
[Rik: 1SO 11799:2015, 2.3, FHi&ek]
.26
#5351 maintainer
#3P4AZ] maintainer
Y B ks A N ERALZ .
.27
TLHHE metadata
58 ORI I I A 5485 1) HHis
[R¥E: ISO/IEC 11179-1:2015, 3.2.16]
.28
TTEIEITE  metadata object
H TR 2 SCRI R
[R¥E: ISO/IEC 11179-1:2015, 3.2.18]
.29
THIEREM metadata attribute
FLRRTE Hh aE TR ) o B R RS ) R A
.30
A& Z B namespace
P T AR 5] AT SEGIAE N S8 — B AR IR AT I S MO0 R TC R 2K
N AT R IRATE 458 FIN AR R A ME— R A4 K, DAEIRG.
2 A EEE RGN RG], AR VEEAR R B SCh A AR
.31
¥&  object
(EROEIRFTSE RIS kX
G NGEWUEMRE (Bl R . “UREk” . “ENAE7 D L SRR (Blan “EfER” L “TETR O

8
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EAERM (Bl “HmE” o BRI D .
[kPF: 1SO 1087:2019, 3.1.1]
3.32
ANEKiE  ontology
R RAFIEAFA R HRE S € XWES, DLE—DNEEA BT B S fd ke i
ARFLE
G ARRE T —HRMEEE, AT AIRBIRE TR, RREIEEE 2R (BES) B (B
MRFR (BEWAZAEMRR) o FoREERE CARERT HA G BRI H 5 E—3 R AR A
[kP: 1SO 23903:2021, 3.18]
3.33
L& AIRTES  web ontology language; OWL
FTWebMiE S, WiHH TR EZ4E B AR MNHET .
[k : 1SO 14199:2015, 3.6]

3.34
BYFE permissible value
WHE S LRI FR E
[k : ISO/IEC 11179-1:2015, 3.3.20, HEk]
3.35

KAFRIRTF persistent identifier; PID
ME—FRIRFT, I Ak ST T A B A B B8 HT AT B U7 0] SR B DR T G AR AT ]
[k 1SO 24619:2011, 3.2.4, A&k
3.36
i81E predicate
PREFF qualifier
AR B o 3 5 5 VR IR & E L TR OR R
3.37
B Property
KA 7 A BRHE o
3.38
LB/ proprietary software
eGSR B TH RN, AR AT 5 B A N DR BE LR AL, il RS R, A I 5
LRI
3.39
4k provenance
AR TIR BT« YRAE BEAE B Hb SRS (8] (045 S B Stk Bl 25 B A R T S BE BH
[R¥E: 1SO/IEC 11179-7:2019, 3. 1.10]
3.40
HhRE  publisher
C R AT HE A% S N B 2.
3.4
ME quantity
E={H quantitative value

R DS RRE, 2R R — M, gEAT T ScRoR, HARA S %,
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[SkiE: ISO/IEC Guide 99:2007, 1.1, Hi&]
.42
HIEIRIESE Resource Description Framework; RDF
FA T35 o8 B XMLIE: .
[k¥F: 1SO 16684-1:2019, 3.6]
.43
B{X{k reification
i — AN 3 A R [R] — = R ] 5 — A 2 R P A 3 ) 3 A
[Sk¥E: ISO/IEC 13250-2:2006, 3.11]
.44
©FE repository
HIECE data repository
—RINVEIRR R, DL B B s Uy i A LS, W R w9l fEE . AR e
B AFEREETT DU SR BRI B B0 ELRI O B A B AN A TH
[kiE: ISO/IEC 20944-1:2013, 3.21.12.19, H&k]
.45
BN EZR{EM semantic interoperability
F G S AR AR 1E X E S AU & 2 T R R AR Y BE T
[SkiE . ISO/TS 27790:2009, 3.67]
.46
F2EHT stable format
FRERHIER stable data format
H A% TG AS 2 Bl ] 8] A A FF 2L B E KAk
.47
KRiE  term
W E F FBREER — RS AR
[k 1SO 1087:2019, 3.4.2, Hi&ek]
.48
' ARIE  terminology
TR E S A IS ARIBEES
G XEMSE AR E ARG, MR DU E 2R on T 207 4 15 4R e SRR .
[k 1SO 1087:2019, 3.1.11, A&kl
.49
G—EBFRIERSEF uniform resource identifier; URI
FH T ME— AR iR 3 R EE TR R R R T A
¥: %W IETF RFC 3986:2005.
[SkiE: ISO/IEC 12785-1:2009, 3.23, Hi&]
.50
=B8N unit of measure
I AH A PR S B A6
JE: MM SIS 4R A AUE AR E & AL
[Sk¥E: ISO/IEC 11179-1:2015, 3.3.29]

10



GB/T XXXXX—XXXX

3.51
BRI ZME universal coded character set; UCS
] B FL 3015 P AT AR g i br

3.52
IGUE  verification
1 I R AR MUEHE B RR 8 225k TR 23 2
FE: BRI A LSS AT DUR AR 7 (45 R s L AR R S S, I AT B AR S A A A
[SkiE: 1SO 9000:2015, 3.8.12, A&kl

3.53
A3 BHRICIES  extensible markup language; XML
DABLES W] b2 H NS AT (0 77 203 B AT S AR LG 5 .
[Rik: IS0 5127:2017, 3.1.9.19]

4 FaRFRIRE PSS M SRR BRI A E K

4.1 #ER

AR SRR AE A BB A BE 2SR (S0 1SO/TEC 11404) HhAE 4 ik szt i) — Sk 1
BORIELSR, DL AR I 3 R AR IRST (PIDs) b Hi AT IR 51 H

Hu e MR CEE S . BB AR & rh A (o A= ) s S sl SR RS, AT 12 W 1 T R
AT B, RS — IR IRRT (URTs) B PR BTEFRIRTT (TRTs) , SRIK T Aot & sk al
58 SCHRTIRE AR B AR B M 7 Sl S Ak 1) 51 P sl A o S el A5 AR 2 A UR Tl TR TS it £ v ) Sk ml e Ak
PR, ATRASEBL L b HAR, IXSESEAORIE TR e L MR . AR BRI AR B SRR, K
FHE 3 1R BB 385 A S R SRR T B SR B R OO e 25 H

4.2 HWEHEVNFSITEBARRGER
4.2.1 URI ¥E
4.2.1.1 #hAR

i dm A v A Bt & AR EIE SRR, DU R o s SR sl AR S, W ARROR MR N
URT. QSR A=W sl & SR AR IR B R e i 44 25 (AN R S0 (g, BR A7 A 250 e Bl 3 7R AR o 5
R o A st &SGR URT, AT LARHARATE S AT 5 07 WK, #ilinhttp. https. urnf§. JRAE
AEVEM AT SR A R, (RS FH BURT T 22 B AE B M 2 5 70 BOHLAY (TANA) @EATVEM . URIN NASCITFFF
B, AT

scheme://authority/path/name

Hrp“authority”M“path™& X 1 #HE KA (dy 18D, BI[E— KA BT “name” 5 & 5 “name”
B Zar 4 2N & B A S &Sk . “authority” &/ NAFEENL, Hay4 =S 0T fE M4
FREG TP bk ZH e () an 2 3 44 25 [A) A [r) & 2R R B Web 395D, “path” ALFEHR [ AH A S AL (1)
LGRS —ANEEAN T ZEM AR AR SR BARNKZE RGP IERFL </ & Lo
fE ASCIT FHFEEr, /. /2 # [ ] @ REEHMEEA RT AW 0RAT, IF HRHT A 705904
CHR3 D, Bt <3RS

11
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XTURTHEAT A 51 P SLAE 1R X6 AN 7] A2 ) SEAR BOBE 2 (13RS s X S8 SR sl 2 2 FRUR TARIR K o 4 R A
URTHR) e SURAAEREAN 745 LR, M) R F K o ASFIURTR LASER, (H 250t A AT
P/RTER S OB

4.2.1.2 URI B934t

ATATT FH T 48538 250 L AT Sk (BRI 3E D URT#B R 1262 R A HAN AT B B o ST FRURTAR /R 1)
BARIE S, Nz OR B HORIEAARASE 2 o

4.2.1.3 URI B9THIE

SURTAR SRIBRIAT: o] e B Hla A8 L% A2 TR 3R AN, I FAE Bodim iR i A I A R B

URTMLIZAEFF AR, JF 5 HAERS & BB MERR R (B RNS TR k. RETTRERA
X7 KNG, HXSTHRE T RSO, BVERARCNG « 9 7R fErE, seln] A2 K 755
EEHMMEROLA (B, SR “HTTP AI“http™) o URTASRZALE ) i i A 4 SE Ak sl & 1 A5
B

URTRAN AR IR — AN A SR BOME S o A (R —UR TR AR IR 2 NP SR B & 2 S EUR T 58, B ek
o URD PR, BmEAE XA ST R ok 5520 URT ArAsh Z ANk sl S . Bl a4 X 157 URT
HIR N P

URT R A&, JFHARNES:

a) fEEWA,

b)  FH;

o) R

d) R

e) XA

£)  BAHLH

g) AR

h) 4.

4.2.2 IRI #IE

Hm A b B AR P ENE A SR B E SIS R . AR TR AR B R SR A T LAR RO IRT B IRT
WRE. IRI 2 URI MIfhAR. BEF B TURIMNEDE, @R THEZHFMAFE, e LT 5HMmER (o
URTS]FH D A% L B Bl b A

IRT NHFHIAA R ASCIT FRFHISER, 4. 2. TR RIFTA Al URT F5E thAR N HE - 1IRT.

IRT RiRRAKE UCS 4741, RdE 9t 7458 (4 1S0/IEC 10646 f¥] Unicode). IRIs
RERH UCS e, w5

scheme://authority/path/name

Hr“authority”M“path” e X T HARHIZA (ay 42 [6)) , BP[E— KA BT “name” 45, “name”
FRIM R 1% 2 S B N & H A& el . BRAR 2 IR B IE RV E .

4.2.3 URI 0 IRI Z B9 Z

JEASCIT AR B EAEUCS T, HA 3L, (R Z ARSL . Rl FIRERR EHAT WG P 3R, LUK URTs
20 N B TRT s o
IRTs [ 2 — ML BT 5608 URT,

12
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4.3 SIS MBLRNBEER LI LT A E (TiE)
4.3.1 R

FESEARFIRE S B R B M ST RE DRI AR DXL 2Rh . UKL I EEAN ()T 57 AR SORY B DR AE
AFAED S SRk HUR R RS 1R, A Ao S 5 T PRI ) RUSE_E 2 B E M sEm (S0 1S0/TEC
14957 F1 ISO/IEC TR 10032) .

4.3.2 WA=

L AW SR (R Bt A e B A 2 DL R R 2 B8 AT T T S LEAT RS o Ao FH AR AR 4 1) R 4
A DA SEBILS A ) SEAR ML 2 R A F22 1] o 3080 A% X PR 78 3208 2 N7 I AR AR HEAT RROAS 42 1) C LB 3B

4.3.3 {EEMRHI

PR SRR 2 PR XA A0, 5 AR R BRI, 81 a2 245 5 1) e R B8 Bt ) s PR B X 43 /N 55 R
4.3.4 FTIE

W) SEAR AR 2 A% AN SRR A 18 5 9 ASCIT AR ASCIT (B UCS) 45,
4.3.5 HLIFAIEM

FH T 40 38 R 4 8 2 47 SIS AR FERE 5 DA R LA IR P 7 50 R s X B2 OR AL P s, et 75 ORIE N 28 1T
W (ZWIS0/TR 3985)

LRT T E R ASCAR, G Tl F g i A= 4 S A RINE & DL B HAH R 3 A% =, F B ik
FOZ BRI (R B 2

SR R R G i A ) SIS AR R D R AR S PR e a5 A e B A% e, R AT
IR L RTE, Bl JavaScript it R EREE (JSON)  AJF EARCIE S (XML) F1%JE R HELL (RDF)
BRI, S IE MU A R e EAR AR AR 3, DL A BIARLE (LB SRBH HERE 1) o B A e AN
S EARE) o ST BN RN A G, R RIS FH RSO0 A LA A W AU s HaE
N CILPERA) FOCEEERR (2052 [10]M1S0/TEC 19502)

A A T I BLAE AL BB AL S AR TR IV R S BT SO S I A e B b X CRITE B
W) RAF RIS AT, HRRF A DR %A

a)  UAEHE;

b) AT & s

o) VEHETHE;

d)  FHRFERLG

e) TkALE;

) A RIRS;

g) HAMEA LB L.

4.3.6 HFNAFRR

FIR R IR RS AR BIEAESE, BlaiWeb AAES (OWL) BRlyuf], FE JSON. XMLAI RDF. Af
DA P HE T8 88 SR (32 4 — S50h

5 HEHRAPRARMANNZNSER

13
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5.1 #h&

Ky AR LB A (177 SR o XL A5 H B A il ol RO A - Kt (10 T4 FH 3 A S Al
BB T B C e R, R S TSR AT AT EAREAIAT R CF-A-T-RY)

5.2 tHLAEME

BFUSTRESL . YEPAN/ O A B e A% N A SRR D S . BN SN ER BEAR R PR I R A5 S (g
IR RE . P .

A KB G B 2D .

a) IR,

b) WA

c) Gt

d)  BHEER.

Bt b A LE S 1R B I A -

— R

— kg

—— R AR B IR .

B X A Sk JBYE . SRR AVRRIE I H5ahs 2 AR 2R ORI — 2.

5.3 3#5

v/ N E I E TR @ =

a) R

b)  4Ed;

c) ML,

d)  BdEu;

e) HEkgiL;

) AR AREE

PAE s VA ] — TR LA 24 7 R B it o g it — Mg LT Rl ORIV, A3 A o Bt A% 20
BE, FRHAT4ET R0 .

IVATTS € eSS IR & 7 I W

FEr SR RACLE T30 AEREAE AT RIAT BN SCR (AP EPDRIA D T e fit.

5.4 RRAEHIFEEHE

Ha s AN EZ VI SURARIE R (@i, W HEE ThRA) o XTS5 i e HACK T RER
A AR E A (BIIIFASTA) , ATER SRt . EIRXMIELL T, IR TR R REREE .

X SREAT A BE UV HEAT SO, FRIEIL S SURA S AT AR 2 o SRS SR o R B A
HEAH ORI o

5.5 &AM

JSETf RS S8 BT RRAS AR QAT U AT e . dmi& Y, IR B 5 S A RCAC ) 170 Jim e ko
5.6 T RM

LR PRAE AN S E AR DL R, A& 2 AR R RRCAS IR I8 (1 K 100

14



GB/T XXXXX—XXXX

5.7 E4E

XTI AR I, NSRS B0E 2 1 R A AR 4R TR 0T B E SRR EoR, Sl
SRAILE B4 O3 B DR R A8 A 4 L R e e . FEXPE LT, LA R 50 B 10 R 4 /A s A B
it S 200 I R R S 0 1) 58 B

5.8 EFRHITTER
R BRI A L ITe 3R (Bl B sOe e BT B U 51 BAT R Ic RO BT SO IE %
5.9 HUEMAPBIELXRBAER
5.9.1 #k
FEE IR OL T, B R R R BOBAE A IR #E (TEEE. 1S0%%)
5.9.2 HUEYHRE

JERTE A A A R AT SO ek . I RIE A, R AR HERIRS I CWITEEE 754) o Gn SR EA
B EE B TR RER, IR TG BReT. fBERR & AE .

X T AP HER R, AR BAH RIS 20 S vr A Y8 Bl o ARt ) s SLBA A 4 A B e e )
WERIER], B A ECEAE S AR I T B B
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R SR I RATHE . BED A% XSO AT B8 48 = AN IEF BN T B
TEVEREEN I AT A BN R SR R, AT B ECR D AU OR R — 3. BigBED #Lb k% A7 i ] LA
SRR, W] DU R — RAVIMNE F P ERE . BigBED U2 BED SCHHIIEE S . iZMg
P A BRI R A R R EC B (GAAGHD 44 o

U CGER4D R R RIS HIEEE (WIG) A% R 4T AR S, AR UCSC 3 R 4
22 H K . WIC B4 bigwig BUR.

o) CEMRHEREN (GFF3) Sl F R U A W B0 2 o M v AR AR, fR R 534 Sanger 70 BT LART
B ARG . EE LIRS BR I 7B . B R AL R T 7 B 1 7 BOR R on 5% Fp
RUEHE, F5. SUBJER. JEmIDEAR. MR (BB KRR WX ARSI
PEPERIAE BT . A BT HER . ZREEFA. AWk TIERE . Bk A, 2
ARSI IR T

d) B RER (VOP) S kil pioAR ki AR A sk X (BCF) @& SCAR SRS R, @ D
JE 45 T AFA 7 5128 S 008 SO o X SR AT UL T (5 BT AR RAT FEE 47 . 14
i AERIE R A A G E (GAAGHD 4Ed . A8 A s RN AR XS T NS 2540 5 1) DNA 751 4%
o FEDLT, VOF U R B — AT X BT — AN R i, X AR Ay sl AT e R A IR 2
A (SNP) Bl N SRR 1A 57

2) XESE RN T IONEA SR I TR, A B ISORZ ™ A AT o EAAE AFACTS A% U5 Y B AR R 81 o
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e) FERFEFKEI (GTF) 5% 1 GFF Mghity, (HEA —Ssi(E Bast, 752 5puE U
Ak, GikY GFF AHIA], A b B f 4
{segname FH|ZH> <source FIEIFE> <{feature FFAFKA> <start IFHFMIELE B> <end 4F
MERIZ BN B> <(score 3 %> <{strand &E[7]> <{frame AHXF T FEAGmhi [X 35 1 58 — N0 FE 1 1
%> [attributes HAJEYE] [comments #57E]

£)  FERAEFRA (GVF) Xt il R S =i (GFF3) My e, s AKH T s p &
ForB@, LT TH T4k DNA A8 S 808 S, I F e 21 A o] 2 DR 20 A% e B8 a3k AT PR Qi

g)  BAEMFIIES (SBOL) & —MH TRmEH B 14 75 1) RDF i, BERAFEE
(M5 BRILRE ), 7] LLRIE P HIRFE AR A A/ Ok & o ek, SBOL 3& W] LA TR AN
SERE /53 0 A0 DR v A A R A I

A.2.1.6 FHEIEEGHESER

CRAMAZ: —Ff K45 11 1 XS 2, A LE XS B2 7 I A7 51, Bl iMarkus Hsi-Yang
FritzZ N#it. CRAMERZETSHFHIRIES R, BIESCNT IR (SAMD) (AL 2.2.3)
AR P I A% 0 (BAMD) (S A. 2. 2. 4) WA BEAR . B DUk R B H S5 7 5 Rk 7
TR BESZH P M ERZRE R, WM. o, SAMKS 2 1R — F1# 4 oh oy
ReHe, M3 FEZE R o CRAMSC 438 EEBAMSZ 14 /N30 % £160 % A%, EARER g T Hip 5 (9 858 . CRAM
T NG A BRI R RN IR (GAAGHD 4.

ISO/IEC 23092 & %1 (MPEG-G) A& [EProrEfb2lEl (1S0) MEPRE TG4 (IEC) #ilE i — &5
FF LR 415 B R bR o 12 2 5 bR HE B 78 F el 2 00 e A3 A B 5 45 B B L J5 4 A B AN 43 T 1)
ANTRI AT e SE LB B T B R P BAE A U7 IR AR R DT B o 1 RAUBRUERI T B AR U S RT3
EIE PRI AR R 27~ 20 o B ATT SOV PR 4 R0 A% i ik R 200 it RO AE S A 0L T, 9 o/ 75 22
U7 ) KB AT R 23 A B A B, B8 E 7 BERE 2 BE 347 N LACRAP BR AR o 1% R B bR AE B AS [F] 150 45
W, BN E R — AN E T, Bl EgE . oBESRE. NIRRT (APD) A T3¢

TSI 2B At
a) ISO/IEC 23092-1 i€ 1 FEK A5 B At (Btmimfedn) A7 Bt a0, Bamud
.

b)  ISO/IEC 23092-2 ¥ T JUFN B IE R (5 B IR R, 1 il /5 404 1) MPEG-G Jo 43 R 4
FN DI 5 2 20 B 400 408 R VB VR RN 7 o AR HE QU E T AR FE A A 2 4t A% =X, T
Y 3o ) B 4 B9 AN S IR 5 PRI BT o

¢) ISO/IEC 23092-3 ¥iE 1 7ol A7t Afg e, LLACH ISO/IEC 23092-1 HfllsE (ARl 3 4%
NS HENLE M SRR R AN )R 3 TR, IFE X7 H T U R fFA IS0/IEC 23092-1
A1 ISO/TEC 23092-2 4fid A FE R 41{5 B APT. BbAb, iZAniEIR R T4 kb 7B S5
S SR A IR RS LA S S BLAT SAM IR (DL AL 2.2.3) [MJE e rIpLa], BLA T H 3 bk
LA -

d) ISO/IEC 23092-4 HijE 7 H:FHEERRSHERM, WOV BERABA, ZAnERAE T gk
fF LLPEAS H R B RS ISO/IEC 23092-1. ISO/IEC 23092-2 1 ISO/IEC 23092-6 MK .

e) ISO/IEC 23092-5 #lE T —HMRAFE 7, B ERUE LR RIS 28 2 53 2 1S0/TEC 23092-1
FISO/IEC 23092-2 A E K o AR HE R X Le Bk, 4 H S5 MK DI geAHCHR, FFE X
T el R A FF A o AR X L T Al S I K R DL L R AR

) ISO/IEC 23092-6 #jE T 3EFA(E BEiERMMER R MYmiG, 5 an B A 3R AE B R,
IHREPEIERE . P, RIEHE MR A P
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A2.1.7 MEEEBHFENERX

Crypt4GHZ& —Fh F T LU 2 FGIE 1) 77 A7 i 325 R 2 5008 1) SO 25 3% 5, B WnBAMBRCRAM. 127
AR EGEINE: B A S8, metsdEmyismsmes . W N aiE H SRR IGIEH
By, 55 B S B AR RS SO R I . CryptAGHAS UG 4> BR 3L R4 R g B2 16 B (GA4GH)
e,

A.2.2 FHIEERTHEN
A2.2.1 —f&IER

JF 3 B 38 A2 3 AT ) e B kA

A.2.2.2 CLUSTAL-W

CLUSTAL-WHJ 554 32 — ] S A SCA BRI RS 30, 38 A . aln TR 44, HI TR DNABR &R )5t
FE 5 N R4 BICLustal BRI 2 B LK FH . Clustal WELEA5 3 T AR UF (0 FF R ANVF 2 AR I 11
S

A.2.2.3 FFHIEExt/BRET (SAM)

SAME — A BT AT AP B AR T, L4 TT S BB AL B84 bk 11 ek PR T b
KEFEAL. M BAPE SRSy, W ZTE L4 2 8. SkBATEA “@” FFA, T AT IR LA “@” JF
. AT LR A IS SO B, F TSRO A O LR 0, B S 7 B, LA J A T i
FA T 17 32 05 8 T LR O

A.2.2.4 ZHIEERTARET (BAM) 8=

BAMSZ JF 51 U /et (SAMD A% =X R4 bl pRAS, SR A% RGP H1 Eoxf (R8s Hnl &R 51 Ron e .
VEZ2 37— AR 3 A0 43 b T HL A0 4 FH SAM/BAMA% 3o X H & SR 7R, 280k 22 5] BAMAH ELF-PSLAIIL
il NSRRI P A% S = AR i e T, R T R X3 BT 75 () SO 7 2 AL i 22 UCSCo IX A
15N K H E R ST EEX A P RE, B A SR LR A SO EAE 2R UCSC, Wl RE 2§ 85 UCSCIRT I #%
FBI o BAMSCAE B HLAH 2R 51 SO AR AFLE 40T I 287 [ (R AR 25 2% (http. httpsElftp) |, MMidEUCSC
R 545 o UCSCEx Il B G A7 i 1 0] ) SCA0 40 LA IR 22 B 3R 7 TR

A2.2.5 ETHREEBEMHTIRINZELLRT (MAFFT)

MAFFT R —Ff iy i 2 7 S LU RE Py, R P 2k T Rad ) B AR e (FFT) J53, IRIE R IR I P By
PEDEALER 57 B b o 1R e 0 T E A IS AR A EE XS 59 . MARFTIE A XEEE XS (K 351, iy
KA S (BIInE & AT 2R3 X rRNAFF 51D o [, FASTARIPearsont® 2t id H] T-MAFFT,

A.2.2.6 BRES/REZELLITHEN

“Hr iR R EE A A — R T 2 5 S O B SO AR K, A LT RS . AR R % 2
AMFFAERT A — D magic”bri, S DIMER . Wil = R EERS AT LGIMMER . PFamMIBe lvuisfE /7
i

A.2.2.7 HtFFIEEIEN

HoAbA% =, BIAIFASTA. phyllipFlZ [F 4k (MSF) &, RI LA 4% D AT iX Lo i =0 [a] R AH B
e
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A.2.3 RNAFFFI, ZEIFNEREER

JURP T A RNASS K B s 4% 2%, #1a0, BIOpolymer Markup Language (BIOML) . Bioinformatic
Sequence Markup Language (BSMLTM) . Genome Annotation Markup Elements (GAME) FICORBA Bio effort.
XL R A AR UER 1Y . RNAML (RNA Markup Language) EHRNAZEWME B 240k B HH 2 2 AR 1
I FEN RIS TT R, B2 - TRNAMG B0 Horb “L et 307 A8 T AZIR T AU AR U5 8L, X
BefE BRT DR R vH B Hh 25 PR

HATAAE LA R <L ct” #&a4k, HTANE S TR -

—— R dE S S (DBND) = RNA AR M-S 755 (DBND MR A . A X DBN

R R R THE S CMPATE S ) "R 1S B8R . RERZS RO IR HIR

ULAC 4G 5 2R IARZ IR . BT A BAE 2 B IR EUG 202 08 (R M IR A0 2 AC
XHITERAEAE) , KRS Ao tHil. Wik — g rh = D a5 22 a5 1, Hd—
DR —BRAR 7 — DB A, RS MR RR Y REE . RS EIRAE 1982 178
Hro et TP R B . RESITEMAST RN =R, HEIDFARBEFE X ENE

BRI L.

B4

BRI L T8 S X T RRd .

——BPSEQ: BPSEQ /& —Ff 304430, SCHFRLL “. bpseq” 4. BPSEQ %2R H ) 5K SCAME 5,
HARITR R =ML DT, BEZMENMESR S (RABPMERN 1D  WENAFR (A,
C. G UsHAlFEE , PAJS B BRI AL B S, WSz R B, 9w 54 0.
FL{521ES WELE RNA M%E (Comparative RNA Web Site) .
MTEEZN D TINEEY), X Fziralth, SEAEE T B g 5 5 A —

AT

—CT: H—ATEEFINKE L, Ja83h LT, SIrAR—MZHER. 5 1 178 %00 i THh, 3%
RS 1 MEHRN TR, R SRR (-1, #ER S-IERNEIRR
5l G+, HE RN IRIE RG] (RAREX NN 00, a2 B b 2R 5]
By, LR bpseq AR IR YL LA, ct"HE KR

8

~N O O B W DN
O @ o = 0O @
D U1 W N = O
O 3 O U1 &~ W N
D OO O O N @
~N O O1 B W DN

8

C

7

0

1

8

CT #EM T ECEZ RNA 7> TINE S48, BIzig AT i RIA I FE 8 . RS 1 470
RLF—=N P E— AR, WE =52 0. WS 1 AT T — 0 FhisE — M
HIR, MBS 0,

KRR Z, BT A7 5 R 2

4

160241
2G1032
3C0423
4C30114
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——RNAML: ZR S TEVARE A7 1SS RNA 3251 5N =R EIE R . AR, Eidf
PRA S 2 B S, X5 B AR EAR TS . 5 = e DRSS . Tk
A RATRENE s — 41 RNA 70 T3 I8, B0 3 51 B A 1) — 4504

A 2.4 FUEHEREN
A.2.4.1 BUESUALE AR (nzML)

mzML2& LC-MS 25 [ i 2H 27 % (i A% X, FIHUPO-PST T A 4H 4t %ot J5 i s v 1] 5 (I mz XML AllmzData
BT R . 1M N O AR R 7RG A A “ B it ” Bk . ProteoWizard R HIHA V2 TR,
A DL AN RSP 6 BIXMLIZEAT Fe 4, BRI AR SCVR ] 2630 A4 1)) R LA . AR08 IR A mzML 1. 1
H 20094 DLR ik CL & KA

A.2.4.2 ETFRIEWEAQRAFEEMR (mzQuantML)

mzQuantMLARERS 20 & fEAEE @ B 0 207 (EZRIKAE A D #1758 B0 RN R
o 1% ] LhAnaly s sXMLI &4 FR O R AL 1 5t R RO UM B i 8 AT R, HBE S Yo
S AR BT IR AR B 5 248 € Imz TdentMLAT F T 20+ € & I mzQuantML . MzIdentML & 8 H 54l
PR (PST) B A B E B TR A E Wbt —, JFAEE PSR, FHEDIMLHt.

TraML2 FH T8 1) 51 15 7 72 S & XMUAS 2 BIARE o TraMLJE T 5 mzML A mz Tden tMLAH [ (1) 5 v 22
o ARSI B AT R IR S —FE, TraMLIET-XML, A UGE ¥ 22 47 Mbobs v T B A AT A
R S5 IR 1

proBAMAIproBed#& 3 B £E A7 il LAKE BRI 2H 0 i1 8 1 i AH 2 Bl i 2

A.2.5 FBRARAFMRGEFBEZEEN (nzTab)

mzTab i TF A & L 7R & XMUAR 2T 75 18 58 B B 1 ot 20 2 B 1 v J2 A 5 15 B 5 R A B 4L 22 A
AR 2L 25 Kb 1 06 A S 1A] ) 22 B o 3X AR T HUPO-PS Tl 2 (10 st =2 ol 5 o 20 4 56 o v 1) 2 1 o 4
AR A 2 25 RAR LR BT (MS) WU Z AN 2 IAEY FE AT . mzTabfif ik T V52 25 AT e R AN
FHF) 0 8 5 A AR R IR 21 (1 L

A.2.6 IHEHEARAIER (NMR)

NMR—s tar & A2 1 LR G T NMRE 4 1) B e 4% 2. B e H e UMY FIRE R (STAR) LY R,
B TRTFR NSTARSC A . NMR-star & —Ff T 176 45t AL B0 s 10 2 T SO 1 S0 X HAhA% B FEPTPP
FiXEasyo

A.2.7 BRI HZFHIEMI: EnzymeML

EnzymeML A& —Ff 4 3% H I 0 28 T XML bR v RS 3048 3, H T 1268 S BRI 6 S8 150 - EnzymeML
1 H IR RS B T BB 2 2 () A AN A el s g 22 80808 o B R A TS FAS R 43S B
TG E IR B E, EnzymeML W AELEANAT 143 2208 T AN 4E B . EnzymeML 5 RS AV FhaidiB 5
(SBML) #e%%. &t E Frtk X AW & AT .
A 2.8 BRESHKEIBRR : EBRIRICIES (GelML)

B FVIGE B KR TV 2 LS R, RS HML S R AN R0 75 U — A sy AR E A P
FEFto
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FERER IR, ol A AR BN E . HHUPO-PSTIT & G IMLJE FH T /s 78 58 11 i 4H 241
TP I P K S I AR 1 AS M 5 R R T 2 2 SR B0 IR B (RS 2. (MIAPE) R, GelMLEREH T Thik
LR 6 (FuGE) S Gy e () JLAN S5 44

A.2.9 SEEFPCREIEFET

MIQE (& S 3EHfPCR 256 K AT AR IR (S 5D & — B r, TR PPAh i & 52 PCR3LZEE (qPCR)
T RERGEE. BAf, & AEH T287PCR (dPCR) &

A.2.10 EREEMFHFESER

MIxS CRFARM (X FHIRIER/AME B TEr B FHPRMEREE (SO JFk, BTERmERLTS
B n] R, T SEIM B8 E . KIAELE .

MIxSERML T R BRI AL . 7 PR ZH AN L R AR 10 7 S AR Co b o BEMIGS (% T2k R 41 7 41 ) B /)
fFE) FIMIMS (XF () ERAFIINE/MEE) My E. B, EH ="M ERAk: HT
FERHAIMIGS s FH %2 3 IR 2 FOMIMS A F-FRc 3 5] (MIMARKS

A 2.1 MRS FEREIE

AR T i A A5 BSOS 2 (PDBx/mmCTF) & F 17 R4 AWK 20 dib A 2 S 6 o L 485 SR (0 5
FH B EE T R AR, TSRS AL TR A S AR IR T I G o IX B 2 B
WILLE & A REAEEE (PDB) (1) = Al i i 2 B A% 2Urb (0 — A b AT 304k o 38 15 FH B v 1) R 7 0 B
PR AR BRI SCHR 2% H kg2 (PDB, 1992; PDB, 1996) . PDBAZ %454t (PDBML) $2tXMLAER .

PSIH FEFASTAK% 3 (PEFF) J&—F A T8 A AL B R 7 51 B8 R ) ge— kg a, al P 5148 R 51 %
AHEABA R TR O ESR TR, F e rE . SR fetd S 0. 2R ERFESRET &
SRR BORAUCEE AR/ R T A EIE & BRI A A REER, HFRTRRGE
FIERE, GBNREIEM . SRR Al . 1A% ORI FRFASTAMS s 4l SC A SR, Hp A& iR 7
B % B ook, DR BRI A DS E B (BIB Rk, fRARSE)

A.2.12 IZpF (LESER) i

TUPACHEIBR 2= 4R R AT (InChD) & F TSP I SCARFRIRST, B FE SR AL —Fhbr itk 1 9w i 7 kA
R TAE R, HAR SR AT _EA8 R (s 8 %0 )t E Brabike 5 8 AL 2B S 4 (TUPAC)
F2E E E AR S B AR (NIST) 7E20004F 2 20054FEFF &, M RFIEERIEL B M. InChIFRRAF
RIEE BE R IR EY R 57 R E: . T RMARERE. AMRER. SR TS
B JHERTA B0t gt; glan, wRFES RGBSR TG, R CLE R R SRR .
InChIKey2 5 ¥ InChI A 7 i A, HAEEKE QINFR) MInChI R4 rRn A, Al A
BEAEPA . InChIKeyMYE 1200729 H KA, PAITEXL AR N R . S5 InChI AR, InChIKey
AFEME—1, HILEILHA CAI InChiKeyflifE (AR &I E A M E InChIKey I NMASFZ5#)) o InChl
% AL SCHRFIAE A5 BN AR 2 8

a4k 7 7 2R PRSI N BEYE (SMILES) J&SMILESTE & M HOE SR AS, & —Fh F 48 8 1k 2= 25 H I HERi
17155 . ‘BfEBlue Obel iskIl H IR NHEE, HFZAERBA T FAL S A TTRk A WL . OpenSMILES
JE A X B B I SMILESFF PR UE AR A o SMILESTE SCRRANAE W15 822 R 32 A8

MDL Mo1filefe—M itk X, HFRAFA RS THIET 8. SR IEE . B molfile
SRR — A B a5 A, AT DURL B AN IR B, V3000 molfilefIV3000 rxnfileks & MLiE )
BOFTAS . V300042 LA RIS V2000108 4E . iEHER (Ctab) A& IR — 4R T &5 H % R AR PEM
BE. REBFEEAR Anolfile, (A BAIAIEHMA Z M XPTE M AR T, FIEHIFTE R
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kA TA ., MDLEB R AT (MDL Information Systems) THIIF R T iZiR, HETHIEARZRS

(Dassault Systemes) 47, WIER, TiEKEMolfile B T AT, Kk RG24t 17 H A B AE
5

o

R BEARSA (SDF) & — Rk e X, T RR 2 AL 2 45 M 3% AU 56 O 500 72 Bt . SDF
f&HMolecular Design Limited (MDL) JFRANKARNI, HONE Z M8 S ME R S AR S B AR,

A.2.13 RTETNFIIEEEFEEF ARSI EIEMER

Ditie ZE R HE 2% 25 (FGED Society) Skt 7 —Hf 44 AYMAGE-ML I T BE 41 Hdf bn i 18 5 4% =X
JE RN, X S TR A G B AR R R A R Y T k. R, JF R T MAGE-Tab.
BRI T BT R A 2 3 R R IA R R 30 MicroArray 3[R HIF T (MAGE-TAB) #%30/2 ik
SEI, AN B AEMAGE-MLECXML . MAGE-TABT] LA FH 4% REMTAMEHE i 47 it Sk i 21 B, B0 % REMINSEQ
T F ATl 0 P SE B0 B

MIAME (S4B 21 S50 1) e /IME B AR B 78 W B R XoF Ak B 41 S 56 3 47 HE A R BT 7 R0 BT A 0 22
FE, JFEEEREE R NTTHE. MIAMEE X T X(E SN, HEBA M ER . MIAME/Plant (€
TRV F S I ) B /ME BT R AAMIAMESR R I — N e, 3638 7 7595 JAEY I A b 471 S 56 B R
SEMBLE YA S R . TR T MR S, A& WGk TR BGRA B 55

MINSEQE (il & /7 5240 i) e /IME BADD iR T myil E A% BRI 7 L i & s /MBS, DUEA
ITTRE A% B A AR R U7 (0 B B S0 45 SR o AL T TS 51 S8 OMIAMEFR R, 18 S MINSEQEF R I 2 AN
FERE I 2 AN SR e G, AN oK PR B2 s v il & 0 3 F 9 (O A4
A.2.14 FEAFHERN—REAZIRAENRNMEE—ETRIEMNEAZHIESH (MIRAGE MS)

MIRAGE CHEZH 2% SEU6 i 75 1) e/ ME B2 AN EE B 7E GG R SCER B = B s i & . 9 T 4
Hh PR B KA S VDI SR -ThRESC &R, BEFEN B s AR HEVEAH 1) 58 A6 AR AN S0 45 A IR . AR
T, HAIE SCRR A XX S R 5 S 78 0 O B AR R RE A 4 TR AEHE T R AR IR . 5&
FIR A2 AN, AN ) 2R 2 (P AL SR B 75 R 0 0 AN R RIS ¥ T IR 8 07 325 ] R B s DA
At/ SH: ORI RE AT G TR /R B AR BERIRAY (N-REERAG. O-FEIEAL. BT 2 HE A
B o DARIEHHAT IS 8T (MS) ZRTHHTHIREARTALEE (R, J8JE. WAL, N/AMERREAL . 28
PRIt FELR/ BRIk 73 B

A.2.15 RRARAERHENRR—XTRAABRALEHHENMEEE (MIFlowCyt)

A AR LI K 5 /ME B (MIFlowCyt) #5377 A KA AR LIGHEIE . FEA . SCREE
IIHT IR SR AR T A5 B ARt o B A 5 odiE A A I SR IT SR SRS B I S M AL HEZE, fie st 1 xR
YA S (IR AR ] AT — BOERE .

A.2.16 IEREREMZETH. BEMAREHEIERR
A.2.16.1 EREMZEFBGES (SBOL)

SBOLSE —Fh P jithrte, T RpmETHENAEY BT, DGl St @ - -2 > TAERRE
KPR B8P it . SBOLBHE AL 1 DA A :UR R X B85 B (SBOL) , FAd I EITEAT 5 KM G i ik i
&% (SBOL Visual) o

A.2.16.2 EREVMFERBEBSW 5 (SBOL Visual)
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H AT IBOE 5 SRR (SBOL Visual) &—FIFJRIMERA S, HHRER “FF5” kFon
BAE IO A B RS
A.2.17 HE£HRE. FEMEYEZLRATHBER
A.2.17.1 ETIPE/MRR/SIRBENFIRSFEER (1SA-TAB)

ISA-Tab##iik 1 F ISA-Tabig =4t 5 FITSA CRTE/BET/ 700D SRR (225 52 H . TSA-Tab 30 A
SR BB (tsv) 0, BATRRE B4R . TSMERY i = A% O SR s, Tl 3R s 56 o3 -
WA W AR AR 72 A AL e R A ] — Rl M EORAOBIE 7T, e T4
RESIG O S (RIREASFIE . ORISR, HEAREGE LR .

A.2.17.2 ETRAE/MAR/SHEEAE JSON /83K (1SA-JSON)

ISA-JSONFiiA 1 — A I JSONKS SN 25 5B, T HVETSAS R AR . JSONJ& — i ] T Fr 1 {45
PR SRR o TSARERY iy = MO SR B, TSRS I ot : M. WHER AT, iz
REIR Y ey 202 G5 L RO R ] — Ml 2 A BRI 7T, 3 AR T Rlid e ie oo fiudls CBIREA
FRAE BORFE SRR . HEARREIE KRR .

A.2.17.3 REFENERBIFEREMHREIRE (FHIR)

FHIR & £ SCHF &R 50 T BT QRS B AT H o 12 VE I T JF 1 B % Fh SR, DA 32 (4 I BA AN 4L
ZREGIR ISR G Ry RME . FHIRMPUYRERMR) ™, o NRMEE . IR B, AL P4 IwR5 .
{TBUE BN 557 o ZARERHLTIT A, JF H B ARG AT Z M, EH T8 MR R

A3 EIRIGEEIEREK
A.3.1 EEBEHBIEZRIFEEX (IDR)

IDRsE— AN T KA F2HRFNER B RUAR A W) AR B () SR AL 6, S8 M A P 2 2 AR B 15
jiti (Euro-BioImaging) /ELIXIRARAZ ARES, 13 F BT AR s 3A 5510 H (Open Microscopy Environment)
2 (FJOMEROAIBi o-Format sHHE M . 1% & 1% fEEMBL-EBIf¥]Embassy ¥ ¥ _Ii2 1T [fOpenStack, 4%
HigE A% RNAL A2, MR =y NIRRT A% o B8 7 2 SE A A B i 3L 2 S S ST A b ) RS A

A 3.2 FHREMBEFEAY BIFICIESHZIN (OME-XML)

TGRSR IH  (OME) 1 A4 5 e Bcdis (R A7l AAR BT 17 4R < (K I A A
Ptk UbnitE e ZIUH R BRI T AR AE I A AR & HERE . OME-XMLAY H )2 fe fit—
TR w1 TR AT R DR AF 5 B e S S L PSRBT R (B A R (5 2

A.3.3 FFHEMIRHEAKILIEE (OME-OWL)

TR A B AR SRR COME-OWL ) i — it 1o OMESSC 45 R 34 6y A 8l A P e TR S ol i A R
AR . AR H 12 SR SRS RRARBOR, IFR R ar B2 U o, DAMEET 4
T ER B ANOMERHE ALY R 4R I AZ O BE S BRI H « s288 . OGh . BB BEdE. PRI
DI, ZAMRBEL Oy REIAREE 7 BME . XIREITHEIERR (€D MREILREE ORD .

A4 ERTEYMRGHHENREMNBERR

A.4.1 CGCel ML
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