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Biotechnology—Massively parallel sequencing—Part 1: Nucleic acid and library
preparation
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FHRAR KHEFITNF 135 ZERFICES &

GO RLE T RZIRNE il ST VT Al (1 — SRCEOR AN T SR o e FUE 1 0 P R K A R i AR S 2 1l 6
IS 5 B PG R — LA S 7 8t

2 MetsIRAXH

N FUSTA R P A SRR 5| TR AR ST A b AN AT A PR e o, v HA R 51 SO,
AN A2 E IR R R RAS @ F T A SCfE s AN IR 51 SO, sl CEFs T s @il T4
A
ISO 20395:2019 AMIHIA HLERAE 75 & 715 RE VA 2k gPCRAIAIPCR [ Biotechnology —
Requirements for evaluating the performance of quantification methods for nucleic acid target sequences —
gPCR and dPCR ]

3 RNIBFENX

IS0 20395:2019F% € FIARTE A€ SO&E T4 31
3.1
=L adapter
CHETHIRI LR, SBE I () Wi i s R A Bk S 8) 22 DNA/cDNA - v Bt B A B o
3.2
KRS barcode
25| index
Li%ﬂz(i/\jiﬁz*?ﬁﬁﬁzﬁ’ﬁ”fhﬂ HLE AN | 8 EIFAT IR, AT PR A BRI E AT
e KRR E A T ORAREE A T TR (3L D)
3.3
#HF3  barcoding
M ZES| indexing
PR FFIDNAFE 51 R 51
—FhRELL 2 FEAR AT I BT
FEr BAFERI B —ANME— RIS (3. 2) RN, IXAEAFEFRAT o BT AR o AR A H A5
3.4
GC &&= GC content
GC
— PP ELE MR A b SRS IR RE ) E 20 EE (s o
T AR b WA R AR I ) R DA R I 2 B (Bl 4 B) R . RS AR AR — e
MPS 38 17 [ S P AZ IR B Fr) S 4
[kJE: 1S0 20397-2:2021, 3. 15]
3.5
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XE  library

MEFESCE  sequencing library

FERE 8 K /NVE LA N RSP AT I T 1) 45 /6 DNAL cDNA B RNA, 8% &8k (3. 1) /iR 5 5
FURE SIS, PP HIR SR/ SR S RS- B (1R

7 SCERTLAZ DNA B cDNA, ¢DNA SCEEFH T RZHOMAFAX B RNA MJF, A S ZErT LLEHEEXS RNA HEATI T
3.6

X FEEH#% library preparation

TMEFESCEHIZE  sequencing |ibrary preparation

—BEHTHI& AN DNA 8L RNA R EBUART, DA T RIS FHATIE (MPS) BT 514
SEE XA
3.7

BN spike—in control

BNITFEXTEB  spike—in process control

FE KRB I AT IR 75 SR &AL B b, A rhil o 2 IR 58 7 SRR EE I H AR 51

e I FEXS AT LR SRV AT AT B BCE B, (RUE R T SO R (3.6) i BRI TR .
3.8

QfE Q score

D TE 25 78 1% EF RIS 1) 7 ot

[SRiE: 1S0 20397-2: 2021, 3.32, B2k BB CHmiER]

4 BERFEmBRETN

4.1 #HEE

SEIGE H A SEMEAC SR AR E B LAERE, DAR AR AR A T E R M. SRR S AL
AR E N ESRIEMPS J7 i 2 A v] Be A B AN E] o A BR AL T2 23 520 FH 1 ST il & AR R I =

B R HIART, DA S e IR R R A SR R . AFR T BT DASSIE . SEREFlids%, JFH R
VEXT F T HATMPS 1) 5 /I 52 PR AZ R 4 A T A 1) 52 2 o IS 52 D LPll s 1 7 v 0 Al 2 P RN R S
JE B AVFIE Y B AR IR 5 LA AMPS U7 A o

PR SR AT B I o BRiE . AN S R A i 1 R B R AR . S T HENGSTE N I 2
R R b o 5 ) HoAth— e AT LISO 21474-1: 2020,

4.2 HAE=E

IS0 20395: 2019, 5. 2Bt 7 — RIIMRE =ik, HAbJ7idk Canraik) B r A T e &
& A [FIMPS R FH ) S5 HEAE it BRI BE 51U 2R LB, 2.

4.3 HEARGE

W BRRE Sh 40 b A% B IS0 20395: 2019, 5. 440 5E B 5 3547
4.4 FERSTEM
4.4.1 HEA

IS0 20395: 2019F(F B & 1T H TIPSR M e B 1 — R 5
B L VK AR 23 AT R 88 0T FH T VA5 AZ BR R AR 11 52 1k
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4.4.2 IRAETEELARERIK
I IR B BRI LUk T AR 43 B AN IR /NI RZ IR 3 1 ) 125, T T L SHefl o A% IR 1) 5 B v 49
BAEREDL T, FEIZHDNA (gDNA) K B S8R v 431~ 5 238 (K T°20kbp)) , I HAtr (K143l
4.4.3 EMERAIK
TG FLVK A AT T PP A AR 1) e B
4.4.4 WRESWRES

e o M A8 48 AT H - VP4l AR A R rh S ERIK 2 (A 4L DNA BRNA ) 58 B4 o
7E1: DNABRRNAZE Rk B8 o 4 AR R A B o v Ati b, e, ot
FE2: MR VA R R R 2 R

4.4.5 PCR 3.

PCRITIE R LA T 5 B VR PR, i B AOREAS T DU 25 U B AR A AS BE A P O 2500l -
e AR SR S AN i A3 (FFPE) A il 1T fE 200 SELEDNAIE b, TS0 20166 R BT — 0 4R 5]

5 RAERSCEERIHIE

51 #Ek

SEOG S B AT . ST IC A — U (R A LT B AT A R ARSI SO R A
MPS L i B LR T UL R RE S (EARER T

a)  FEAk;

b)  IRINE A

o) R/MIESR

d) P

e) AiLATEYE;

) SCEEERS

g)  UPEEME.

52 R
5.2.1 #EA

— P 53 () a0 R S ) BESRABEARDNA L cDNABRRNA H B AL /B SR R 0 5 — 25

R DU UM U) 05 AT Bek, DA 2Ry € T I AN 1 65 P e AODNABRRNA K /M - AE5E
PPy S DR B CRNA Y BL

PR T T3 VRIS N2 8 B R 7 IR0 e A SR s P SITERIRE R, B4, B 5I NGCIRZE . BN
25 REREARN T2 R] P B A B AT AT A A A 45 2K

5.2.2 HHAERE

MU B 1) mT DA 2R 4 7 2 B0 ) 2% B 0047, T LI i 5038 7 J0t 1140 5 P58 RN el 2 [ ke g2 il i 453 380 1)
FBER/N (150 bp’) |5 000 bp) »
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RSN 1 2B O) AT R A ROR R Be GBS N 1 kbp 2275 kbp) , {H AR ZREIDNAKIA & O1 pg) »
His 85K,

SR S — MR, B A R A AEDNABRRNATE 1 — NNl BRI BOR/INAT DAE — 2 R
b, HEFERERMADNA (o E) , ZEREH T/ MEARE,

5.2.3 [&)

B i (A P P B e R s P D) S5 LA Y2 B R AT el B R AR 55 MR AR I B2 2 - I
RS 2 RPN ZE, RUOVE 2 B R e R 81 B P A R

5.2.4 {LEFAERE

AR 0 WEARRNAFT B A S BB A 3 5 Y — < e B 88 (B ) TN #ARNASR S 1 o
PR P A BE AN 115 B350 M EE A% IR AN, HL AT DI 1 o s 2 9 7 I TR R 4

5.2.5 RHEWHKERIFERE

LS 1) 46 U SR BRI F BUA IIDNABRRNAZEAT € £ (B FE il 6 i R h T REHR2R) « I mT A
4. 2 IR AR AT IERTE R, (E R IR ) U5 22 SR 73 D60l BV B AN SR G AR R 5 B o

5.2.6 HEMWRERIFEARGE

USRI RE P K 2% o (B Un P U] B L R 2H.73) A T ety NSk Jm A7 e, DU AT BAE A SC ik
RITHE P REAS (45 4. 3,

5.2.7 REWEBERX NI
JSEAS: A% IR B P » AT R 2 5 72 38 4 1R/ INE L, TXRT DAASE FH 3 4 5 R R B R A Y S B 4. 4
5.2.8 FIFEBHRIKAELIAER FER

FE T U ST i 25 A e A2 B 2 T, AT DA I R 18 R/ AR IR 5 A R/ INIAZ IR 73 B8, R4k Bt
IR o 2EA AT DL A B A0 H K L B2 T BRI A B AR K 7 ok SE B o SEAL I AX IR W] LA R 4. 2
Pk 47 7€ 5
5.3 iﬁﬁﬁﬁﬂﬂ’]uj\\ﬂﬂ
5.3.1 &g

R 2 5l R 5, A DAEIRANIREZ G BB LR o, DAIE 5 2] &0 BRI AR .
i UFAMTUMHEB R SURMIEA S, 10, Migmsne =Rk, HERNS Kin, SALSmEsaimne, B
R E

Jr B A S S AZ AT B (BIVSANG” ~PO4BE3” —~OH) DA L i& 5324 .
5.3.2 $EKEE

ot Bz 3k 91 B VA AT DU FEEAS R T«
a) KA

b) Bkt

c) 23k DNA (1 EL A
Bk b A O, 75 BT
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5.3.3 HEWr/ES|

SCRERT DGR B R G 8K 5 o SRR 51 T LLSMPS - & —eff H, MPS-F- &8 - AL i) v 5l 5
g6 (flow cells) My MTUIIER 51 BIANF 2R 51 A9 SCEAS LR 73 BC AR o

S TURBEE A Fr 51 012 7T RESARF A 57 0

WIS/ 25| R H R 7 5 ROZAE NPT H Al BLX 73

SFIGRIIR N R AT RERT, KT IR HEIEIRNS %, 5 ILKB. 1.

SR VT RNAZ R Bl D 12k IR A/ 51— BAR R A R

SKIBAS/ R 5| (PSR 16412 bp4Liie DNAM > SCPE h IO ER S 0TS/ 28 5 B A — MR 4
Feol, 3ZAN P 5 i DNAJI P SR R K i A Hefth 26 TS/ R 51 HR B 5 X 73

SR AL T HSk 5512

SEIGAS PP HIEE T LUE T LA Z 4047 1A -

a) AT HIRZREE (5 5L MPS - S AHK) 5

b)  FEE (BENERA G Z R HEE) o Wk b) 38, BRI >3 bp.

5.4 RiMikiF

SC P RO R 0 B A B S AR AR LA S FH IR 00 o, I Sl A DA 7 VAR SEEL, AR
FRT:

a) FETIHRTIIE;

b)  HL¥K.

5.5 i1

RE W WG = 3258 1SR

KA LG NER, E I G0y 51 7 2 5 sBoR B A ) DIORE L 2 B
1 WYY EPCREA

E2: mOREY BT DL R 1R 2

5.6 4hkFnERIER

FEREATMPS Z B, 1% YePCRY 18 1) Fr BRBURBF R IR IR, AR BRZ RIECK BT e SR
APV FEEAR T

a)  WAERIEYE

b)  EOAEAifL;

c) BT

d) BRI AIE U

5.7 XEE=
571 XEEER®E

SCEERT LA DUF ik T e, (AR Tk
a)  MIRDOCGRL LR

b)  HIK;

c)  WILEE PCR 41HT;

d)  H7 PCR &5

e) i TEALIRNE .
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5.7.2 TEERZERIEREF
SEEEIEFEROLT LR R, SR EART:
a)  SCEERTR/AN AR (B, ek s ks, EAEHT BN A ISCE)

b) AR ST 2 D7 iR ISR T (B4 oPCR g B VAR & A 5 SO SR ES A 5I 1, s 1
FAAEREASE NP2 1K) DNA 1R ST 46 05V R S HETF ) o

58 MEEM
5.8.1 &

AT SCPERE M LIS DB 2 (4 T, {5 v BB RO REEDNA P BBl sk 548, IF e EA 1R 5 BAT
I8 A R E (B2 RE B P Sk A M )

S8 A P 22 1 B0 IE (147 S ORFRAT T S 1) 46 PR AR R 201 o BV TR I 7 BOR /D

FORICEAR I, DUR SR 51 R, Bk RARRIRE S m PR . 51 R ARE
W R /M, BRAREATE SN, 75 WA 2 ) K il AL

5.8.2 53k
P 3 925368 0 P PR R J S 28 HRIDNA T BRI R ISR T

6 A

FERR RBAEEHE /T, BOVEEA TARRREIF A SRS B0 U A3 A 38 i

ARSI 98 0E A FH FHU ) FAS I RO AR SR A, DUCE I RE AR BE K HORE AT A4 . SR T, 22 DA FROMPS
ABEB L — T IR AT IAE . H AR B B DR P A KT I3RS o SR RE I 2 St i3
S ) 2 R P VB R A o T AEASRIZKCOP AN PP A B AN 20 SR b AR B R S HORUE, nderllise ity 7
RIS UEAN /B A ] o

I ERIVEREZE R AT AR I IE R A A5 B IGAIE, A UCACBEAE S I, A P A [0 A0 A 90 A M U 0 11
PERE. FERAEVEREZRIN, N5 R8BI BN R SE K AV PG

BT TG RN ARG R TR ZBINAEZ S, TRAE T 00T SR e A B e ) Bk
UL, BN S 5 N S A S5 S AR AR RO HE A 77725, DURA CRAR A A 28 132 78 1 FR A AL 7 A ke
T IORBIMPS T & BB IE R BT B fitbs 3 B. 1.

7 BEHMEXR

7.1 R

o BB it B DA SR 25 5 MRS I 85 5% P SR, Stof BB R A 2 B T 10 00 601 R 56531 B30 S5 7 vl i HE AR
BRI RS . AR DNA/FERIALR B A vl N A B 4k .

Stof BB ) P SR 5 A o R A S i A R A I 7K ST B P 5 A v 86 P Sk FERE t E A Syxof B e P T 97
HEAT BGAE T AR 5%
7.2 NTEEHES

A BFNSHBRATT LU T o B A HE B IESC I8, BT AT . X T HNAZ AR N, 22541
BEAISRALE HIE S LM Co
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XTHRFEAR— o v =2k

a) HARGREMRAR;

FE1: AR 2 S HapMap i i 2 504 A JE BRI ZL R4 2

b)  HA RIFRAER DNA/FERH F B

SE2: HARRRIOMS, BT AT LA THE CLa B A IR 52 IR 5L 5
c) A GO EVuER T MY S i TV GC mfa

7.3 PHMXTEE

oK A R AR AR A A0l AR AU DNABRRNAR P BRI, DA INA [RI2 AT B ) 7 210 e, DARfg
58 DU PP A 27 P T

1 7] FRIDNA B RNASE HCY) I — S5t FH R ABL R A BN o

FH A T AR P B LSO 5 I T OB, 00 45 SR — B

BLRRE SR S S0 M 00 5 B P R P 0l PR A R

7.4 FRAMXTER

FERFE dbn ] 4 TR b m] DS T A PR IR, 2 — 28N T oh, A ey /A e 4 R 5 A DNABRRNARE
ARSI X HE T P T PPA

s BRI T 1Ak SO i) 6 I A R AR ) S X5 B AR e ) — MR et

IR A0 SR N2 2% A 53 B A X R 5 PR Pl Py e A0 85/ P00 P 1

HARRF UGS AT AR TG ZE NI R, AT L St AT 33 Aol FH 9o R B o ) A R

7.5 JCRRMRISER

FE S PE ) 26 R v REBEAT TR ], DA IUPCRAG B b (035 B/ AR S 4, X b SR mT g
FLET7 AT, ABAIA L™ dh 0 B4

7.6 ASIE

W20 AT T30 E H ARl iy A stk e o

BEXTIR BT N e, IR0 T SO B AR FIR A BP IR, AHIAG € BB R A& R LB,
RENSHE P MR FHIE IR, WA TEFEAATREAS AL T AR5 IR .

W20 R BEAE SRR P

FRRISAT AR AL & — DRSO

FERREE O1%) T, WSMIEA T — g i3l 7 r &, DRSSO 3 51 2 R

ST DGR F RORSE R (N2 £2) Bk 55 =07 (R R ARHEA L) 47 . 225 BRI
e ftFE =B Co

7.7 BEEN
f M AT SRAS A R AT B TR RN A

8 SR
8.1 ik
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AE Kb B AR R R S RS TS %, R AEPCRATIY B, ELHERE S A3 T TP B Clnn B A ot A
DNA J BONUX IR ZE ARG ) o ¥ G m] DA A FH 3 4 O P $5 (i, PCROD B e (R TE RSO TR It ) ok

.
8.2 ¥ISHAFE

ML HIZFEA, DLRAAR RS2 2 AMEDNA . & (5 « RNABE H At 7] BE R 2% 55 (075 G o X ATl 74, 4
RREIR R TR S, R T, ) DOl A R S e Bk S Al Ak T VR PR R AR A
8.3 thNFNIRIERERF

AR IUE AR R AR, JEREAEBAREE N RIOGE T, DUACRIE S0 e RE, B R AIRE b
B IR E 2 18] )38 5 5. 38 AT MRS AT LUl I 20 M B S 35 il Fabr Al iR . SeBURBONQME) SR1PFA .

SR R F HOW AN B AR, T R S At LA R

B A FH 3 24 R B BT A T AR R B E ARDNA Y B .
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Mt & A
(R
YEMERHAREITMRER

FE it 50 B PP AS ) S S I

a) MRFEA (AH. A4, MmkE) FkIER 42

A TR EE BAERT AR R E PR RO E T

Gl FERSRE QA @EREEY, AT UL FESREL, I B RERE NGBS R R MFE S R e
b)  DNA 73 BSRH T WREETE? 43 B9 77 152 15 g IR 25 B 3R R e 71 ?

c) FEME RS ET RO E LT ?

d) HEEEP) DNA HEAT e 405 ?

e) T Al B R Al gDNA )5t & ?

3¥2: TFRALTERNA. DNAGE 2 B ADNATE H 2 .

£ R T B BT IS B A ?

g) FEML R E A FIR? ERE i/ FE G IR T3 BT 2% A1 A2 75 5 T FH o 1R Y T 9 s A 2
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Mi & B
(R
% EBY MPS S & FN N 2B R E AR R
KB, 13 F20204F8 H1H 5 L An4aEk MPS “FE MK EfsinERIE R, KB 2IRLEEA
[F] MPS o FH i AR AR B AR E

*®B. 1 EERIH WS FEMREEEIRERG

\ ‘ FAT K T
RREE L AR FEAWRE A RN Bk K X it
illumina®1NextSeq
10 g 200 ng/ul 100bp-500bp | 6bp-10bp | 10bp-15bp —
& NovoSeq
Thermo Fisher
10 g 200 ng/pA 100 bp - 500 bp 6 bp -10 bp 10bp-15bp —
lon S5™.2
MGI3
10 g 200 ng/p 100 bp t- 500 bp 6bp-10bp | 110bp-15bp —
DNASEQ-G400
Oxford
Nanopore* 1o 200 ng/A 1kbp -2Mbp 6 bp -10 bp — —
PromethlON®?
PacBio®
3 200 ng/A 5kbp -30kbp 6 bp -10 bp — —
Sequel 116,7

& DUFARdER AU EBRSER s, FEARRFIFEARE R Z R, BT 07 SE 5 S 5UA F AW, DAIRAR sl (i 5l

b BN T B AL IR

1 illumina® Zillumina YR AT —ARbR . A BR 7 I5 AR E TR AL, ASHRISOX dir 447 i KA AT o

2 Thermo Fisher lon S5™/2& Thermo Fisher Bl HEMHEAR N T bR AAF BN T 78 30 R & TR HE 1, A I SOXT 4
P AT

3 MGLRHEREERHEA A R A A IR bR . AM5 B2 T 7 SO & B 4, AN BISOXT iy 44 7 i (R T

4 GOKFLIE @ E R R .

5  Oxford Nanopore PromethlON® 2% Nanopore FHHRAF MMEIR. AMEERN T I E AT F ML), AL
ISOX fiir 44 7 il FRIIA T

6  PacBio Sequel [I®/&PacBio A-WFFEAEYHAR AR MRTbR . AME BN T J7 A AR AL, ASH I SOXS iy 44 7 i
AT

7 Pacific Biosciences & ] Z i1 G (ZMWs) Rl & )

10




#B.2 EAMNREEREFNRE

GB/T XXXXX—XXXX

MPS 257 . FEAE FEARWKREE
Al FUAZ R AR S (SNV)-45A37 3 DR A [A]
R 3 AL R ) PR R AR AL
Aefr SNV-S5A 3 [RAH ELAS [R] i) 3 (R R
H A TR AR
ARENAMFE | 45 A 52k 5525 (INDELS)- K R
ol 2 R ) S IR 4 R AR
20 ng/p -
$& ULHAR 53 (CNV) -/ Ak Ta) JE R 5 D150 1 g -10 g 200 ng/U
5 5
RIER) AR 7
4li& SNV
A BT Z&4rSNVs
INDELs 60 ng/p -
‘ - SHo- 1010 200 ng/d
L E M52 HFRIX I SNV/SVs
E R FaA - mN e 2 AR ERE S
AEIZKP R R IE
RNA il - 521 - ‘
g REEMETE mRNA HESAE AR
1B $ 45 7
1ug-10 20 ng/\ -
At iy 46 PRI 50 0k - 52 5 R A 3 H-2OH 200 ng/
R 520 R e e R ZRIA
. ERFRik-wENE/N RNA TFEESPA
M| =/ = N >
RNA-\ U\J}? J c RNA H7J<T—E@i%$ 500 ng/u )
(microRNA) 7 3.m-10 1,000 ng/d
FHN RNA 155 - :
. 1ng/Ml -
\|'| -
LA 7 FH AL SH-20 5 ng/u
i By 7R 4 . .
BAEINECEIDIAL | e ot ol S R L A
l)a2 1pg-10 g
A L I AL ) 3y-10 gy 20 ng/p -
200 ng/A

FFPE FEASIF

FFPE £ & 1 &

5 g - 10 Lgb

11
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a FEBE AR IR R B LA E BRscitE . H 7 n] LS Seie = s A m AT A, DRI T e
I AUE -
b Q129/41i 35 P HX250 ng. SR, PRAF I [A] BRI e Joid bl 22 .

12
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M % C
(FERME)
SEFRAER

SEGRWRIE C 1. HRAAREIASHEMEL 2RSS HE TR . L=/
Ty Bt ] AT H SR A S SR, FTPEREPPAY -

®/C. 1 WHENFFEMRERNSE MR

H i

S Gk

DL RIZH R R AE ) N 25 DNA RMs

—NISTaRM 8391-H T HE R 4H AL = PPl [ N 2E DNA (ZRIEREE R PR
A Il 45 2 ) (HG-002)

—NISTaRM 8392-H T- &1L R ZH A8 = VP4l [ N 2E DNA (ZRIEREE R PR
IS5 1 5 BE = AN 4H)(HG-002, HG-003, HG-004)

—NISTaRM 8393-H T4 FE R AL = PEA A2 DNA (hE gtz
)(HG-005)

—NISTaRM 8398-FH T~ J: A A8 = P NS DNA - (e A/ BR H IfiL.
4t 2 1) (HG-001)

—NIFDCPYJ-360007¢

TR E 75 DU AR R SR DNA
CRMs/RM

- NISTaSRM2373-H THER2II & ¥ [K 2 DNA FrifE
- NISTaRM 8366-F] Tt & EGFR Al MET JE[R# D1 %kr it

RNA JfiA\[] DNA FEkx

L NISTa SRM 2374 - F4RME RNA XFHE[Y) SRM2374-DNA J551 X %

AT 2 &= RNA CRM

- NMIJCCRM-6204-H T € m /M) CRM-6204-#Z % FR(RNA ) VA TR

PASE PRI 20 RUBE R AE i A= YIDNA RM

—NISTaRM 8375-FH T I /5= P RE VAl (I G A #0 FE K 4L DNA by i
(MG-001, MG-002, MG-003, MG-004)
—NISTaM 8376-1 A= 41975 Ji /A DN AP A 1145 58 A i

TGO R R A
(NIPT). T21. T18% T13€

- NIFDCbPYJ-360008C

AR BRI IR 2 A (PG T-A)

- NIFDCbPYJ-360010C

5% [ [H bR 5 B AR T .
NIFDC: HEEZR &M%
SHEEEE T g

NMU:  AAREZF =R

NIST:

=TS
st B

[S2lY)

o

d

BRI AR

T21,TI8 A1 T13: 21 =4k, 18 =4&F1 13 =14k,

13
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[1] 1ISO 20397-2: 2021, Biotechnology — Massively parallel sequencing — Part 2: Quality evaluation of
sequencing data

[2] 1SO 21474-1: 2020, In vitro diagnostic medical devices — Multiplex molecular testing for nucleic
acids —Part 1: Terminology and general requirements for nucleic acid quality evaluation

[3] ISO 20166 (all parts), Molecular in vitro diagnostic examinations — Specifications for
pre-examination processes for formalin-fixed and paraffin-embedded (FFPE) tissue
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