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1 SeE

ARSCAERRE T FGH e SR 2 K500 (A3 TRl B e T R A RE S Bt sUZER AN g 9 A H % 280
A C0 37 PR A s LT SR SR T A
A E T A A S A i e s AL B S S A . B S S

2 MetsIRAXH

TN AISCAE R P9 AR I SO R 5] R AR ST A AN BT D [ AR e v B R 51 R SO,
A% B X N I RRCASIE F T A SO AN H I 5 S, HEcHioARs CBEEEITA Mg ecs) &l A
A

GB/T 2260—2007 Hi4ge N IRILANEATEUX LAY

3 RIBFENX

TAIARIEAE i T A
3.1
FASTQ #&Z\, FASTQ format
FSATQI% 22 —FiAE il 7 AEM S GEE LIRS LLAH N 5T E P I SCAR X, BT
— %5,
3. 2
020
DU P A5 v, B DR o B KT 20 AR B o5 BT Bl A 1) L 437
FE s TRESR T RAR 200, FRORTRAE I IERA R H99% LA L, Q20=>95%, IR PR B h95% LA L IR 5 R E K
F20.
3.3
Q30
DU P A5 v, B DR o B KT 30 R BRLEE o5 BT A Bl A 1) L 431
FE s TRESR T RAR 30T, FRRTHAE I IERA 299, 9%LL E, Q30=85%, TR Il iy v 85% LA (KB T i
KT30.
3.4
InH Project
—ANIH 2 — M TR AR, WAL 2RI A .
3.5
A Sample
IR SEIG A EHME B, B TR B — DN & 1
3.6
SE3G /M Exper iment/Run
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SEIGAE N, BEEREARRRE . T TE. WPAERE . —ANSCIi 2 N 7 PR e I H T
(1), TR A — AN A W48 2 520 = AR (R B SO .
3.7

MFIBIE Lane

eI A 5 Th ReAE O RS, BEKES  T DA ER 43R T /N A3, BN 3 B R AR
Nlane.
3.8

EEFRILFEFE Gene expression matrix

ATARERAS I 2 () Fir g R, ZIARRAEAN AR, AN I B8 SR R 00 22 DRI R o 1R 4 i ) 3
LFERL.
3.9

TLHIESC Metadata file

HIZ AT o B IR SCAR SO, B 20 B s 2H o B0 S B0 5 4 B 7K ST PR o
3.10

BB Cluster file

BT BRI SCAR SO, P20 PR s 20 SR 28 SO A 2 A AT SRS AT 32k (1) 45 2 SRR ) o 54 o
3.1

HEEFRH Gene list file

A, P 25 DR 42 FR RN 2 DAL TD IS i) 2R 45 2 B 1) SCA S A

4 HEERVE

N YNGR S T AR

cDNA: HAMEZYEZE (complementary DNA)

DN: #(EA! (number)

DT: HIHFE) A (datetime)

MD5: {52 FHEHE (MD5 Message-Digest Algorithm)
rRNA: 2B AZHERZ R (Ribosomal RNA)

S: FHA (string)

5 HIERHIEXHENR

5.1 BIECHAERR
AL 0 A S 2 B S N A B SO A SO R A R
5.2 HiEXH

R 0 2 7 AL A S I 0, S/ O e L R IR A S, B E OB SO R
SERBIRSCAE, Al AR S

5.2.1 SCIR/MFHE
SEIG /W0 P 5 e A A o S A
5.2.1.1 THIE
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Wbml. SCEEREESRNG . SORERUE ORISR, SO WRE. B SR SR IIMDS A, T
AR BKE . AR BORHEZ . SORESSH SORBTHIR . ORI IR .

5.2.

5.2.

1.2 MFHHEH
I et S EONFASTQRS SR SO, SCHFIREREN. fa, R4 2 IR SO 2R BN, fa. gz.
2 EEFEXH

B RRAB S I RO R ARIBFERE A, TSR AR B AL 75 2 DR ) 2R R A
a)  FRAAT AL R AR A0 0 44 R / 4 L 2% B
b) Oy 7 B8 B B BN B0 AR A, R R A o R SN E, SOE A JE ST

N . txt. . txt. g7~ .tsv. .1sv.gz. .CSV. CSV. gZo

LA tsv i N :
gene cell 1 cell 2 cell 3
Trpb3 0 0 0
Apoe 0 5. 098 0
Tlr4 0 0 0
Lep 0 0 0. 123
116 1.234 0 0

c)  FIR AR GUAE R A% S AT 20 B

5.2.3 JTHIEXH
AL B A KT RS, SRS, txt Bl txt. gz.
RN S
a)  JCEIE SRR 2 5,
b)  HEATRAE:
1) type: ZKA, HT A 0EdEAY;
2) cluster group: HH;
3) sub _cluster group: THEZH;
4) average intensity: EZENEL HNEF S
5) sample name: FEASZZFR.
c) ‘HAE: experiment accession: LIRS .
AN GIE
Type cluster sub cluster average intensity sample name experiment accession
cell 1 clst A clst A1 6. 687 samplel CNXxxXXXX
cell 2 clst A clst A1 -12. 625 sample2 CNXxXXXXXX

5.2.4 BRAXH
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Bk ER
a) BRI DH =S,
b)  FREATRIELE “name” « “X” . “Y” MIGHMOKSFRERE, Al “27, X7 L Y7L 77
A}y UMAP.  t—SNE %573 #7485 SR rh i) AR AR AR iR
c) FHATNAE:
1) type: KA, AT AR CHARE R,
2) X Y. Z: UMAP. t—SNE Z543H7 i 2E A [R] A A fr BRU(E 5
3) group: K.
4) intensity: EZEDEL HNTFEE.
A X7 Y7 M “7” BIPMEMNEEN “numeric” o

il
Type X Y 7 Group intensity
cell 1 34. 472 32.211 60. 035 C 0.719
cell 2 15.975 10. 043 21.424 B 0. 904

5.2.5 Hfitbsctt
A ol S 3 SCRY B, B SANER

6 HI|TER

6.1 BM
LR e S A B SR B o0 H SRR A T R PR AT Y e Ak
6.2 HIETHRLMREM
Hymoo H A SRR TR
x1 BETEHRLHLEM

J& 1k R Eifipa
A V1.0
ML ML 44 B
LEESIS AR EREEE
oy 43350
FEHH FEVA LR
MR PRAER A
FRATHI AW 44 R

6.3 BIETEHRETREM
6.3.1 4Hm
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6.3.2 ZW/NFER

SNtk S/ N e AR BB T, angaSe Y . AR BcE . AR R cDNAIRIE. SUEEIREL.
SRR MRS HARRAT . MFAES B AFR TS A0 WPAER IR MR AAR I IT
A ) 45 00 3 A5 2 3 0 P 3o R o ) B8040 7 » 9 G P A 55 AR A I A 55 B A R T 1 65 44 R
W BARRRT . MFPAXAFR TP IR E] 4

6.3.3 EYEESH

IR E R el R BETC, Blinss REE AR AR PRI PR, AL IEAERRCA . 198
B85

6.3.4 BUEER

RN e R R I R T, Bl B R R PR PSR A
7 HEER)AEBER

7.1 BBV BREN
FAZH AR VAR H s U R 2R
2 HAREHIEIEE RSN

IHRYAR H 3% H—k % H=k
Path id Project accession Sample accession Single cell accession

7.2 BIAREFIE)AEEREK
7.2.1 #EA

ARFEATENTT. VRN IRY H S5 AR B R B OO . BRIARYAR B %4, H—RH RS
HEFRRM. HRZ. Bate X, HAhgk B350 8 HRhRAF. B4, HxRE XA .
7.2.2 F—HKEZFR

PN L S A R VRN B — 2 H SRR A AR R

Hs&hriR%F: DIOL. 01.01

HX4&H#R: Project accession/IilH %5

€ X s TUH g5 B A AT 231 2R AR TR AT
7.2.3 E-HEFE

I 0 e S 2H 2R VAR B ) H S NARF A DL R

H 3 bRiR4F: DIOL. 02. 01

HX4&H#R: Sample accession/Ff s
E S HEARG S
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TE X AT AN MR G 5 L IR B SO

R HSE: DIOL. 02. 01

8 HBEREERE
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8.1.2 HUANMIFESHAHE I KB EE N A BURAE L . BHE SEIR TS DU AN R R AT i
YOIy o
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R PR A R e SR A Bt SR FE BN AT 0 2R IR R SO R s AR E B 20 R 3245
LTty 5 LA ERECHE O (8 AT LAS 25 BEPPAG DAL 22 4 v] DIAS B 5 B AR PR, RS,
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1 73 2 e B AR AR R 20 LR L e S L B SR A T BB D R S R VA i KR, AT
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TRE LGN 7> RNLEE, P e s BB IR IS, MR 2 S A5 [ SR A s 2 4 b 2 1 52 7™ B4
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01 I1lumina A% Genome Analyzer ZRJ¥ Genome Analyzer/Genome Analyzer I1I1/Genome
02 T1lumina A% Genome Analyzer ZR7¥ Analyzer IIx

03 [1lumina A7) HiSeq %3 HiSeq SQ/1000/1500/2000/2500/X Ten/X

04 T1lumina A% HiSeq &% Five/3000/4000

05 [1lumina A# MiSeq 2% MiSeq/MiSeq Dx/FGx

06 I1lumina A% NextSeq ZR7%I NextSeq500/550

07 I1lumina A% MiniSeq R4 MiniSeq

08 I1lumina A® iSeq &4 iSeq 100

09 I1lumina A% NovaSeq ZR7% NovaSeq 5000/6000/TM

10 BGI 2 ] BGISEQ %4 poIsEL

1000/50/100/500/500RS/200RS/2000RS/200CX/2000CX/500CX

11 BGI /] MGISEQ &%) MGISEQ-200/2000/200RS/2000RS/200CX/2000CX
12 BGI /7] DNBSEQ %41 DNBSEQ-G50/G400/E/T1/T5/T7/T10/T20

13 Oxford Nanopore MinION MinION

14 Oxford Nanopore GridION GridION

15 Oxford Nanopore PromethION PromethION

16 Berry Genomics NextSeq CN500 NextSeq CN500

17 PacBio SMRT PacBio PacBio RS/RS I1/Sequel

18 CapitalBio BioelectronSeq 4000 BioelectronSeq 4000

19 Thermo Fisher Ion Torrent PGM Ton Torrent PGM

20 Thermo Fisher Ion Torrent Proton lon Torrent Proton

21 Thermo Fisher ITon Torrent S5 Ton Torrent S5/Ion Torrent S5 XL

22 Bionano Genomics BioNano %741 BioNano IRYS/SAPHYR

23 Complete Genomics Complete Genomics

24 DAAN GENE DA8600

25 Helicos BioSciences Corporation Helicos HeliScope
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*B. 1 MR LBFRAREER (5
ez MFAC RS e
26 HYK Genetic HYK-PSTAR-TTA
27 Other -

B.2 PR IRERAAD

SRR SRS AR I AE 17 SC 2 ) e SRt £ AR
KRBTGS, I “17 JFaagmtd, %I+ HES], HLKB. 2.

3RB. 2 M EMERIAIR

R SR A S #iE
WGA AE per 4 A A FE DR 4 B BEALIU P
101 AMPLICON HS AR PCR 8RT-PCR F=4 7
102 CLONEEND TR (5. 3 EME) JF
103 FINISHING FEIA 78 7 JE R DA D9 H I
104 ChIP-Seq Bt 5 o DT I BRI P
105 MNase-Seq MNase YHAL G M E B 7
106 DNase-Hypersensitivity STABUA A DNasel FHZF 5 VIEIFF RAL (5 1 B
107 Bisulfite-Seq FEBRRR A ERKe DNA (13 PR R0 s e ke B 20 1 Dy JoR v g 5 (000 157
108 EST cDNA A5 1) B8l
109 FL-cDNA cDNA 8RR A4l
110 CTS PRIAR I P
WGS A BRI 2H (R AL
201 MRE-Seq PP A R P R o) A B0 S s
202 MeDIP-Seq FREEAL DNA S yive M 7 SR ms
203 MBD-Seq LK Fr BRI B4 3 S
204 Synthetic-Long-Read PRI DNA v BRadhAT & I AN S A ARl AR T B 2L
205 ssRNA-seq AR R S P
TR A AEED RNA 2570, SRR AL, W0 snRNA (/)MZ RNA)
206 ncRNA-seq B snoRNA (/MEZAZ RNAY BCRIA 2L, 1 siRNA- (/T3 RNAD 5K
piRNA/piwi/RNA (L5 piwi ZEAFIEAEFIRG RNAD
. PR FRRBA EMFEAR ISR GEREk AL, Rt iTiIRG
20 e DNA 2 S PetEalif, SRE AT IR BT .
I R T T 30 A A e € IR DN SRS (ATAC) »  FH TR 7T A IR e 6 o T T
208 ATAC-seq bk, MBI Tnb FEFEYR DNA JK 51 9IDNA oG RIIEIr)
FL[K4ZH DNA 1, fDNase-seq HIEACTTi%.
209 RAD-Seq PR 1 A6r AH G ) DNA 571
210 VALIDATION
WXS N BRI 2 H 3 8 14D A/ S X8 P B AL /7
301 FAIRE-seq RS B R TT A 0 B, R T TSCA o 3 X 3
302 SELEX FeHUE SRR R Gt b
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B2 NEEMEREEAER (4D

R SR A SR &k
303 RIP_seq RNA B VTIEME BN (8355 CLIP-Seq. HITS-CLIP FIPAR-CLIP)
304 ChIA_PET QI B 1) G C0 o e L UTHE ) ) EL 0
305 Targeted-Capture
206 Tethered Chromatin
Conformation Capture
307 OTHER
4 RNA-Seq HEANEL FEAH AL
5 miRNA-Seq /N miRNA I BREALIN
6 Tn-Seq NI e NASE 553 T4 0 0
7 Wes N PRI ZH rr 23 25 1 A e g R Bl HLA 52 1 (R AL
8 CLONE FETHEAERE (590 WilF
0 POOLCLONE TRA TR SRR N T (BT 2 BACs Al Fosmids)

B.3 & FRAMNG

T RBARBIE T 70 TR A
KA B FAAHS, A “17 JTaa%5, %I+ PHEs, ILARB. 3.

#<B.3 HFLBNKEFE

R 57
1 genomic DNA
2 genomic RNA
3 viral cRNA

B.4 RENRE

R TS HLE 1A AT
KA EC A, A “17 JFaagas, %It PHES, ILERB. 4.

#*B. 4 BENKMEER

e L
1 =
2 g

B.5 IR BKEE

SRR IE 1 S RAL A
KL ECFIFAAS, A “17 JTUa%S, %I+ FHE], ILEEB. 5.
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%<B.5 LR IEER

A SCAFETY
1 FASTQ
2 BAM
3 Expression matrix/ZiA %M 1
4 Metadata file/J u¥jdE (1t
5 Cluster file/ZE3 it

B.6 MERENKE

SRV E AR RUE TS B E A
R B IFAACHS, A “17 JTaa%iS, %It HE, KB, 6.

®B. 6 XERENLR

ALh5 YRR E HiE
1 FRAGMENT/SINGLE FRNIF read
2 PAIRED j5'90)

B.7 CEEFIRAG

SCEERYFEARBIRLE T S AR I A o
KA B FAAHS, A“17 JTaa%S, %IR8, IWERB. 7,

#<B. 7 XEERIRRAER

R SRR *HE
GENOMIC JE[HZH DNA (ELFGREZE[HZH DNA IPCR 7249

2 TRANSCRIPTOMIC e el dEFE K4 DNA (EST. cDNA. RT-PCR. ik SC/)
3 METAGENOMIC K H BRI AR
4 METATRANSCRTPTOMIC 5k B BRI B bR AR I 3 )
5 SYNTHETIC 4 DNA
6 VIRAL RNA FEE RNA
7 OTHER

16




