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ExAE (EARAWGN RMAIREINE) Hi v

(—) TAEMIG, GIBEERE. MERA. BESRE. BERmEEERE A\ RILFHT
TS

1. %R

AR A AR AR [ AR 28 8 A (12024 48 55 — B S br v I H (AR 2 25 6 K [2024]18
5, ARIH RIS 820240919-T-469, 4 AR A E (K7 A F300 5 .

AhriE B4 A AR AR R ZE 2 (SAC/TC 387) #&HIFIAMH.

AArdEd BRG R
2. HRAREX

AR AIRFEE N EAIDNABE A RNATAR, 408 LR F4iib /5 301 2L A
—EINREMEA, FEHTAEMBIEEMPI, WRAEMA. A Rria T KB
I SRR A 7= I RS T Bk R DGR AE AR, H T L B A AT T S i AR P AR, A EE R AR
BE, H-stEm, Btk EEMKFINgh SE BB, S Z N AT,
AL AR T SR, RV 2 NS, EAEACEIR TSR RARER,
PRItk EE2H B AE AR T T I T & OGN . iR Frost&SullivanTiiit, 43K
YR (AT 201 S4E 1701236 T K F20204E 1111084436 0, JATRAE R A K F89.0%,
THIF20255E 17 37 MUBLKE 1A 22081455 76, 20204F Z20254F (M E B A KR T 14.1%. EN
HHE AT BEA2015F 1S LN R K 21202049 19145 4 NIRRT, JHIEAFEE A K
HN23.3%, TiiH20254E N MABCGARI337.7 AL N, 20204 2 20254EA4E B A K xR
P70 18.4%.

HAEAEREARAROZ O 0, HAE RS, e & BRI R,
HEHAEARASEESZ, BPFRRE0M, BRI E S0 8 5 280 0 i ik
R WA RZER SR T . (R MEE I REFX Y Y7, AR
YOI 4 STUSR ) SCRE I AT OR, - A B 2 S0 25 1) 7 SR B W R M9 N s 3 17 161 A AR 9% 7
NI PO R, ARG IE AR @ A AR B R RS A A T T 5
eIy, BOBATRE T 3 O S R S RATI R T, TR DB AUK RES . NEIE FRE, 2020
SE E TS0 A — A EE — 4447 UR&D Systems FllPeproTech, 111 15373 B N17.1% 15%.
ERSCHAH. ITREA. AEREN =KW R RERE, 202043 K FEEM] Fmoa s
P E AT 320. 3% 80, thah, B NAERIZ) . FEE 5400677 ARSMZ B . mRNAKE
SR U LA S R R e, N EH R A E B AEE R AL, 20214 5 S SR A R S




BWCN3.261470, BAIFRIEIS5.96%. 20214 UMM B H & 5 EWCN3. 11278, BAIF
1£94.31%.

5 G Ry, FERERMIT AN 2P 0 TR B R R 5T AR BIRE 1Sk gn Ah
R, BHFLAEN G FEESMEISSERIE. (EAEYRIE g o H kil TR
—, A E ERMIF R AT R AR MR TR B 1 AR AR 22 DL R AR R R 4
THEE, BTEHEARGEMMAF- RS RN, AF= e T 2R s
ERERZ, WAINRERES BB, o T EAE AR EES, A BT
SN S PR SR I, RTINS 75 S0 SR B SRANEYE . DR TE VRS AE YR REAT A I . 0
M i AR L D PR S, Hh 8 A SR ANV F SR Al w30 s R 7 i e 3
TER 7 (i IB e . 2RI . BERRYISE) A0 ELVE ISR TS R 4L, 3@ Fl SR A
TR, AR CARIEE BOTA 8 AR T B R AR bR . [, S A A ok
5, WZBUN AT SR AN 7 I e LAORAIE BT DABUR] (4 B2 A T R IR . W#ERIAL ELISA.
IV (IFA) S5 G g, HUdRe S A 8 1 S s PR s it T — 58
FIBME, A Re CRUENE (0 R FI AT S vE . B 40 B AR T [ AR AT Sl R afi AL ¥0AR 7
I, Rl G B B R 0t S AR I OFEAR 7 A, R AESRAN MR, DAME e R BUR AN 1Y
FAFAT V. (A2 BT, BEAHEASRHRAAT G = G — B bRk o & i A
BORIEARR, A LA AR RS I 5E 7 A —, SRS (R
Ptk SRS WaEAME, FEATL AR E RFEAST, FHHRLE S R i T 5k
HMECAORIUE o BRULZAb,  3E FLARTS G Wi i S AN A7 i) R DA B AT 2 B 4™ ot i ' 5 AR
Z R FH RSB E A E AR E AR e TR, Rtk B R A e
brE, K ext B B SERHATAT LS B ORI R 5E R, MR TT R R R 245 1 B
RBFERE R [ AH LR 2 D RETE SR IG, V5 Y. I8, /02655 5 b B Atk
A 7 it O R R 1 S A T A I ST D RS RO A i S B ke, R BLPE
JREEE S =07 KORIEE XA wh iR — N EE S E b Bk, SEAEAE
A0 5 A PRE PRV BRSO S, Aol s ¥ 208 AR SRS 508 1 SRR DG 77 it i A ) ) o 2
S, S BRI R R IR AR E E, REE A R R 1 A

EAE, A EAEARAEERFEATIE CERe iR S ARIE RS, £
HAE R A = rh 45 AR IS M aifb () R B 5D AR (B4 DNAK GBS, 7 i T DNA
P3G, EERIEMAA R « EHMMEE T Gl A TREBARRA A A 4 i
R, AERAAREGRT 2 TR IR, AE S SR ESED | bridER (B
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FAEMFECEA, RhmidEA%)  HEEHELAED (BFESREA. PUES .
AT SR AR S, ik O SRR AL RIS WPeproTech FEER K. B IR AL CIF R A7 dh
4 TSR UE AR, AR a BHE A P A i o DA SRS R B e s P45 07 v, i€
T — R E A E RN BN E 7 RGN T A RS IERR R o N A A A b
FEWrSE, WAEHELISA. SPR. BLIZEZ A&, ARk 5 B AN [F] N FH 75 SROT AR L 5% AT
WM, ORUEF= S I SRR E

LSRN 7P i B SRR AR 7 SORH SR A L A7 b b v Hhox Z8L 20 £ 3 SR AN 0 E
[BAESR R AR ITIEN 2%, BATAEIL, LK, ELISA. SPR/BLIBIARMITCH AR %4
A NHET R AR N E R F B 2 LA BOR . b, ELISABOR (I A 2 W Bk
KD REANMEARMA STk —, BARAMK. BIERREMS, EENEDR
AN o 2 S o {H SR FHELISATTVEREAT SRR J 3 M I AR AE — Se /R 1D BT
PR 40 S BTSRRI AR [RI AR 25 VB G E R B A I, AN G SRASHER A R 2)
ELISAJ& T2 rifaillik, Tkl E a4 & 3h /120 . 1 SPR/BLIF A W4 7 LIR A
ELISAIAN A, XA EEARMCAZEEL, BALHERC. RS, WEEHT, 7SR
EEN NGOG . AR, SPREIAEIT A, #52020/ (HEZ580) PUHEIE s,
5% E E R b SHE AR TTBE (NIST) « HETFERZI N bl TREFERAL S LK
SPRITVE RN FH T8 & R P 2 B AR AEY ot B4 Ve VP4, 7= SPR Ay ELAE UM 4k [HI i
IS 5 e S, AR Z ok, b I I Inter-Bio A ] fISPR 4> 1 HLAEAX
RARTENE, SEAI M E R 4 R R w5, R E /IRm AR & E (Spike Protein) 2
e 458 (RBD) 515 R 41MZ R ACE2 45 &5 1 77, KD~0.2nM, 5 3CH#kH Biacore
S200_-SRELHI AR AR H AT . 20224F1 1, JeAInter-BioJ K 15 GUHE L 1 7E HlHLHISPRECA
PR 2R FE TR A Lark-10, S5¥0H CIBEEH], RN SeBU AR P A ik 5
SERIRCIN . MoHE I 7o 4aE, AHEEBLIE AR, SPREGAMRIBAG, 7= A= I AE 2 4% HER
Bl M SRR e MERR AR S EEE R, DR UL IRA AR HE H I AN SPREEARAE NELISA
fIAh 7R TTTTCISE 1 43 ) DR gy i 2H i R B IRV ., T LA A &
%, S5ETRES, Aiathsl, MagSmEERIZELR, X T HEE MRy, Ha 1R
SPR/BLIEI R ZETE ybritk, H2 R NFRATRIRT I 52 A & Flin], KA — ik
ToVE AN AT R i, T BITCHEAR R M fR R R, Siis &L, NEE KR
I, B LA B AR AR S SRR R R A R 2, AR I AN R
NiZTT



PRl itk i o 2 A ) R e AR S FH 37 S5 (0 R s ) JUOHR AR i 2 2 1 1K) o
EARHIER, ATUH TR A SR TR S i T L R R R,
Wb E A e CEHEARR SRRz L) , FTEREEBTL. A= AR i
WsE EAHE A RISEA Y, ST EA R AT R, ATl A E
ISR
3. WMESAL
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(1) 2023 4 3 H & 2023 £ 7 H, fpE s S AL 420 S BR N ART (EAHE B
SRR E 7Y PR E AT T I, R AT E T B NN R EAEE R
AT E B PN AR R IARUE . SCHR, T8 T B A AMEREORZZS, IF HLIes T LA A0
BEFRZEHE, 4 TIE AT SRR . REIRTE, B T AR E R ENHEESH,
TFIE T SEBRFE S A . SREHHE GB/T 1.1—2020 (hrvEAL TAESN 55 1 #4: Fnifitk
SCAF R GE AR BN ) AR g ) BEoR, X bR R T R AR

(2) 2023 £ 11 A, BETIEMISER T CEHEAWRR SR Ame i) Bxbr
A (L) IFT 2023 4F 12 AL IEHE T 2024 4F 5 H & EZhr A0S HZ 5l ot
RIS

(3) 2024 4 5 H W4 [ AR A ATIFR AE A3 AR 2 01 236 R M R AR 22 454 [2024]18 5
CHE FAREZR ST FIE 2024 4£55 HEE FKbsEREIT HH-RIMGE R LI, R4 5
20240919-T-469.

(4) 2024 45 A& 20254 6 H, 4T CEHAERF s2M0E 7L FERE
BRI AR, SET CEHABRARA SERIINE FEY ArdEfgmibl i, x4 E AL
RAR AL AR S iEiR T CEAE A SRAEIE) bk (%) #t—5%
RGO, A E AR IR AR ZE B4R A T (EAE A S E Ty
) bRtk (IESKE WA ANl BLEH .

5. ExprEEEREA RN T/

R B AR R AR -
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1. AneEgm i BN

A AFRIEGB/T 1.1-2020 ChrvHEAL TAE SN 5613075 Rt SO B 45 R A EE HE R
MGB/T 20001.4-2015 (Hriedm SR 54587 I T VENRHE) , JFZIRGB/T 6379.1-2004
G S 775 45 FRMHERFE CERFE SHEE D 10 S5 € ) FIGB/T 6379.2-2004
GBI VE SRR QERBE SRS 3280 e briEll S EE S S HI
PERHEATT ) IR E BT 9 5 AR IR o

W5 H SRR T B AR T RIITE CER B S AR ) BRI R )
(2021YFF0600800) .
2. BEREFREEENE (WEARER. 8. A, EREXR. RBFE. BB
) kEBEKE (BFER%. 45
2.1 MEERSBERFfE (ELISA)D
2.1.1 e R

e REbR B T AR B AR T, I R AR BRI AR A B R, AEP T 251 T
SRS, B AR DA AR B O R G T i BRI . @I M AN R BE R
XL AR, xilg A 2k, SR ARZRE A A T B BPATAR B A (KdD ks
ANFRAN TR N
2.1.2 RRPE
2.1.2.1 EEFREHE
2.1.2.1.1 BHEE e

HEE MBS ESERE (I8, —BA1 pg/mL~10 pg/mL, PAAEFL100 uL
K MR L B BE ARV VRO ZE B AR, SRS R BB AR AR T3 7°C LI 25 Hh i B 2~3 /)N i ml 2
4°CHF B 12~16/M

FEARARARE A WA &t 10 S FH R SREAT IR 4, BEAR AR e R it ot B2 ) U EE bR 73 1, RS
RV R EE IS 7R AL/ HT CB3FG: HPLC. BCA. UV. SDS-PAGEZ) FIZEH)
Wt (BFHEARRF: ELISA. SPR/BLI. FACS%) , ¥Ebn/rT1— B QO E
1-10pg/mLAE . 2 R B Arzsf)

AT



Source Human / Cynomalgus Claudin-18.2, His Twin-Sirep Tag (CL2-H5586) is expressed from Baculovinus-Insect cells, T
contains A4 Met 1 - Ala 200 (Accession # PSG85E-2). In the region AA Met 1 - Ala 200, the AA sequence of Human and
Cynomolgus Claudin-18.2 are homologus. Predicted N-terminus: Met

Mulecular This peotein carries a polyhisiidine g ar the N-terminus and a twin strep tag at the C-terminus. The protein has a caleulated

Characterization MW of 26.5 kDa '\Iamdmare a new class of model membranes that are being used 1o salubilize and siudy a range of

integral i iated proteins. The Nanodisc bilayer is bounded by a membrane scaffold

frotein tM.SI']D]] mal that ma\lus enbhanced mlliy and s particle size distribution. The nanodise wemb]zsfmm
a miziure of full length messbeane protedn in des lipid micelles and i acaffold F1D1)
upon resval of the detergent.

Specifications

PhysicalApp Colorless trarsy liquid

ProteinContent Verified by one or more methods from UV 2E00SDE-PAGEBCA/Bradford Lowry.

Endotoxin Less than L0 EL per g by the LAL method

Purity =80%: as determined by SDS-PAGE.

Formwulation Delivered as bulk protedn in a 0.2 wm fillered solution of 20 mM HEPES, 150 mM NaCl, pH7.5 with 10% wehalose as

protectant. The final concentration of Huesan / Cynomolgus Clasdin-18.2 Protein, His Twin-Strep Tag (Nanodisc) is 97
pg/ml, with atotal volume of 207 pl.

Bioactivity Measured by its binding ability in a functional ELISA Imesobilized Human / Cynomolgus Clasdin-
18.2, His,Tw repr Tag (Cat. No. CL2-HS586) a1 2 pgimL {100 pliwell) can bind Manoclonal Anti-
Chirneric Claudin- 182 Antibody, Human IgG1 Q0 tested). 265 of Anti Claudia18.2 CAR 293 cells
were stained with 100 pl. of ¥ pg'ml Human Clasdin-18.2 Protein, His, Twin-Strep Tag
(Nanodise) (Cat. No. CL2-H53586) and isotype conteol protein respectively, washed and then followed
by FE anti-His Tag Antibody and analyzed with FACS {QC tested). The hioactivity was comparable 1o

standard batch.
Instruction Minimal volume for aliguot
It s strongly recommended to centrifuge ar 1000 spam | | To avoid susface ad. loss and o, the protein MUST NOT be aliquoted o
fur 155 bhefore opening the cap. less than 5 ug per vial.

Under the following conditions , Carrier peotein [0L1% (W/V) BSA o HSA MUST
be included in reconstitution buffer.

1. Aliguots of less than § ug/vial;

2. Long term storage.

3. The concentration is less than the protein concentration published an the COA;
Avaid vigarous shaking or vortexing.

Shipping and Sterage
Avoid repeated freeze-thaw cycles.
This product is sisble after siorage at
1 The producs MUST be stoned a1 -70°C o1 lower upon receipt
2. From date of receipt, the produet is validated 1o be siable afler storage at -70°C for 3 months under sterile conditions.

Contact Information: Updated by Qlan Lin Feb, 14,2026
+1 BOO-B10-0816 Narth Americal This document has been electronically produced and s valid without a signature.

+86 4006822521 [Asia & Pacific) For further assistance, please contact aur technical suppor team at:TechSuppant @acrobissysiens.com

+86 400-682-2521 (Chira) Please visit www acroblosystems com/AG55.kml for e-copy of this certificate of analysts.

(a) Human / Cynomolgus Claudin-18.2, His, Twin-Strep Tag/= it %



Description

Source SARS-CoV-2 S protein RBD, His Tag(SPD-C52HI) is expressed from human 293 cells (HEK293). It contains AA Arg
319 - Lys 537 (Accession # QHDM3416.1), Predicted N-terminus: Arg 319

Molecular This protein carries a polyhistidine tag at the C-terminus. The protein has a calculated MW of 26.5 kDa. The protein

Characterization migrates as 32-35 kDa when calibrated against Star Ribbon Pre-stained Protein Marker under reducing (R) condition {SD5-

PAGE) due w glycosylation.

Specifications

PhysicalAppearance White powder

ProteinContent Werified by one or more methods from UV 280/5D5-PAGE/BCA/Bradford Lowry.

Endotoxin Less than 1.0 EU per pg by the LAL method.

Purity =05% as determined by SDS-PAGE.
=00% as determined by SEC-HPLC, and 30-40 kDa verified by MALS.

Formulation Lyophilized from 154 pL bulk protemn in a 0.2 uym filtered solution of PBS. pH7.4 with 10% trehalose as protectant.

Biactivity Measured by its binding ability in a functional ELISA Immobilized Human ACEZ, Fc Tag (Cat. No. Scan the Gt code
AC2-H5257)at 2 pg/mL (100 pLiwell) can bind SARS-CoV-2 S protein RBD, His Tag {Cat. No. i St
SPD-CH2HI) (QC tested) The bioactivity was comparable io standard baich.

Reconstitution Minimal velume for aliquot

To avaid surface adsorption loss and inactivation, the reconstituted protein MUST NOT be
aliguoted to less than 10 ug per vial.
Under the following conditions , Carrier protein {0.1% (W/V) BSA or HSA MUST

be included in reconstitution buffer.

Ii is sirongly recommended to reconstituie the
Iyophilized SARS-CoV-2 5 protein RBD, His Tag
with 167 pL sterile deionized water to a stock selution
of 600 pg'ml.

Solubilize for 30 to G0 minutes at room temperature
with occasional gentle mixing.

1. Aliquots of less than 10 ugivial;
2. Long term storage.

Avoid vigorous shaking or vortexing. 3. The concentration is less than the recommended reconstitution concentration published on

the COA:
SDS-PAGE = Shipping and Storage
SARS-CoV-2 5 protein RBD, w - The product is shipped a1 ambient temperature. Upan receipt, store it immediately at -20°C
His Tag on SDS-PAGE under = or lower for long term storage.
reducing (K) condition, The gel 5 | — 3 i e B
e a il Pt :; : This product is stable after storage at:
Blue. The purity of the protein is - 1 -20°C to -70°C for 12 months in lyophilized state from date of receipt;
ERT'!:I::r tll;an Qa;ﬁ:l\l’::h bl_“ L 2. -T0°C for 3 months under sterile conditions afier reconstitution.
il n Pre-siai rofein
Marker). Bl Onee reconstitution, store the stock solution at -70°C immediately and avoid repeated
freeze-thaw cycles!
gl

Contact Information

+1 BOG-B10-08 16 (North America)
+H6 A00-682-2521 (Asda & Pacific)
+H6 A00-682-2521 (China)

Updated by Qian Liu

This docurent las been edeciranically produced and is valid without a signatuse
For further assistance, please contact aur technical support team atTechSupport@acrobiosystems_com
Please visit www.acrobicsystems. com/ 4655 himl for e-copy of this certificate of analysis.

Aug, 16 2024

(b) SARS-CoV-2 (COVID-19) S protein RBD, His Tagi™ i i 1t

SARS-CoV-2 (COVID-19) S protein RBD, His Tag (MALS ve

d) HPLC Test Result

Column T5Keel G20005WXL {D07EA02497E)}  7.8x300mm
Mobile phase 0.2M NaZHP0O4, 1% IPA, pH 7.0, 0.05% NaN3
Flow 0.5 mL/min
Pressure 44 bar
Cat. No. Lot. No. Theory MW (kDa) SDS-PAGE (kDa) Purity by HPLC (%) Inject Cug)
Reducing-32-34
= 9453 818
SPD-C52H3 ACA97P1-200710F1-Bulk 265 lon-reducing-31-33
: R NR M kDa
i B 1160
180 4 |
1 A
160 I B 66.2
1404 1 - 450
10 Il M 350
100 |1 . .
% . R : o
a0 |
] L IR
I [ O 144
0 e =4 L
I EEEEEREEEEEEEEEEEEEE B % B B
min]
Ll Time Ares Height Width Area¥
1 11089 75.800 2265 1180 0760
2 13.400 3E5.500 3512 2770 3.600
3 14812 100.830 2104 0.870 1.020
4 16405 9375.910 22452 4.560 0.706 54.530

(c) SARS-CoV-2 (COVID-19) S protein RBD, His TagfJHPLCHk 5



AEMIEE T

Human CA153 Protein Human CA153 Protein
Coating Conc. (1pg/mL) Coating Conc. (0.05ug/mL)
i 2.0
8 3- % 1.5
S )
g 24 EC50=26.2 ng/mL g 1.07
< 2
ey c
8 14 £ 05+
0 T T T 0.0+ T T T
1 10 100 1000 1 10 100 1000
Anti-CA153 Antibody, Mouse IgG1 Conc.(ng/mL) Anti-CA153 Antibody, Mouse IgG1 Conc.(ng/mL)
(a) Human CA153 Proteinf¥I AN [F) (0.4 & 25 G M 40 # th 28
Human / Cynomolgus Claudin-18.27% P46 |
3.000

2.500

2.000
<
=
o
o
o 1.500
N
<
e
@]
1.000
Human / Cynomolgus Claudin-18.2, His, Twin-Strep Tag,0.1ug/well
0.500 === Human / Cynomolgus Claudin-18.2, His, Twin-Strep Tag,0.01ug/well
=@ Human / Cynomolgus Claudin-18.2, His, Twin-Strep Tag,0.005ug/well
0.000

0 ug/ml 0 ug/ml 0 pg/ml 0 ug/ml 0 pg/ml 0 pg/ml 0 ug/ml
Sample Conc.

(b) Human / Cynomolgus Claudin-18. 2 A [F] G085 & T 145 5 id Ve o i th £

BRI R B SRR AT IE 3%, — R FpH 9.6/#10.05 mol/LEkIER #h 22 il . Bk
TR Bh 2 A DR R A P A e AN TV IR0 PP T T2 A P SR B A PR
TAERRME 261 P AR, AR pHAE AR M G R i, Wi R 5 22 3 35 Tris-Hel 2 WK -
A H I B R A 28 SO F R

(1D 10mMBERE TR 22, pH 7.4 (1 XPBS)

(2) S50mMBKEE Eh&z i » pH 9.6

(3) Tris-HelZzM, pH7.0 - 8.0

10



2.1.2.1.2 ¥k

I L BEARAR R A, TEROKAR BRI T . SRS RALINAN200 pLBERE MR, =i
B E 3 min)G 75 LEEFRR A IO K L RRIAT, EE3~S. S FRILIR B 3h
AL A5 e 45 3007 AT B o

Vel G2 PR N6 5 A R R TN R 7 (— R 0.05%~0.1% 13 -20) (IPBSELE
BRI, — O E AR T AR T, aPBSERTBST (TrisZZ i #h /K
0.05%M:1520) , pHAEIE R N7.4.

H B % F I BE 8 R VR AP 2R Rt B T 38 -

Ve AT A1 L T
_ . B PSR, & T K28 ELISA
PBS-T (fifg th 22 rhy+t 5 | PBS (pH 7.2-7.4) N . N . N
PR i 2 I p W, RS R A, R
-20) 0.05% Tween-20 b
TBS-T (=FHIEGHEF L | TBS (pH 7.4-7.6) + FEFEEEAE LR A A AR, I A T X R
U E20) 0.05% Tween-20 SRR RSB B .
N LK +0.05% G B R T%, AR, e, T
A T -2
LB T A Tween-20 Tween-20 T4 (2 BT AR
S I (i PBS + . T 0 R R e &, JIOE T
0.3M NaCl) PBS + MREENaCL | oo sy ot & AR 0 54
IV B PR W (AT | PBS-T + 7k BSA | B0 T4 & 1 5 P 22 b D A e
PBS-T + 0.1% BSA) (BAIMEAER) FiE R, At — PR EIEER T RES.

2.1.2.1.3 HHA
MR B AR R B, 37 CIEIR &1 1.0 ~1.5 ho
BN LR S AR EIREERA (W12%~5% BSA) KIPBSDX H Ath 2 2 2 K -
E 5% F BB R SR R Bt T 3R

B PAWRE FEEBS i S F B B ARAR

=) = N w =
1-5% 2 1fiLi% A & 5 (BSA) RS2, AT AZHELISA R, &

BSA £HAH e AR, R, E AR
o~
| NI, WU, (85 SRR
B | o IR PBS B R, B A IS RN
TBS
AR
— 055% FUIL T PBS 0 | 8 M T-Hoihkoiiii 5 55 Lhlih i F R A AE RS
RN ESH N - N
TBS if SRBMER GBRHEH BSA S
TLHEW (| EREOSEIANE S | T E L. R E Rk
SuperBlock %) [ AR &, B EPOE . SRR

RN, ROIGEE RSB | & T xr sh i Aol Bl I Bugk r ik
FRHEE B A ‘ B
SERY Ao BUH TR B bR DU B e

5-10% MGG (| AR Fe v @ AR R AE &, G S HUik

LT o ) YU Fo B ak R A R

11




2.1.2.1.4 ¥k

HEPH2.1.2.1.2,
2.1.2.2 BHEEESRIRERAE (Flik)

Y b B AR R I AR AR VAT LA FL 100 pL BN N 36 — BREEFR AR o, EESAML,
0% AN o K 3 — B R =4 A [RIVR BE AR BN — AN, AN FRREREL 100 pL
NG —Ysthrti b, EEMHANL, WE NN WFSRIETIEE, —hinE, R,
H B bR A MODAA -

LIS B ODIE N ALKR, 5 LI BT BB AR, X I RAR 11 45 2 il 45 & th 2k
AR S M 2 TRV ZE (B /N T 10 %, D)8 B2 0 B B RR RO VR BE A9 5 0K, SR KT-10 %,
VU 58 BR 2 LA BB R P e s, TR X AR A T R R S I 1) 4% B AR AR
2.1.2.3 FRIRE AR

T AR R S b S 0 B2 AR A P B R

[ A e EDCIE B ot PR P R VRV AR L B VAR

VR b s HUIE B A DA 5 P 9 8 YR R T 2 BV

MR 75 2R R MR A~S R EAT BR BERA RS, SRAF 2R HUBH LUk B AR I it V8 VR
R BERIREE, — MR B8~ 10K & .

FROUREfm Z RN T
(1) A UERIARAERE S/ 5T, BRI 78 70 SRR URE b VRN BRI B 07 ik 2
IR

(2) 5 CARRFIIAE b (10 o R B R
(3) AU DR AR A FRIPE TS BE AN AL, AU B lif > 90%; BHBARE i 5L T, 4
A, Tl O BRI SEFEA, JFEPERE; B cE
REMEIA BIREA ;
(4) Iy 5 EARYE AT AR A IR, P 1& R REfE B, DUEMRE Ja A i P s
T 7 AR AL T e ARV . RAEAFIUREA S R s ARIAE, 2053
KIS R (R B T 2
s TR AR O 5 0 B i A e 3 308 B pH I PBS B 2 s v i v, — A% I PBS B
TBSRANGEMW, FFIMAN— €W EERIR TS5 (410.05% Tween-200 , LA/ R4 7 45
Fo WA, ERMBRTIRINBSA, DIRERE RE S, JHEEyuiaieEtt.
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B BT IR BB AR RO B TR

REBRE el 8 G R B AR

TBS (pH7.4-7.6) +
0.05% Tween-20+0.5%
BSA

FIRIRRER, 3E MK 2 % ELISA A2l

TBS-T+0.5% BSA ( =% Fi Jt it
BREBRARS RS, REFUR/PUREYE .

54
R B IR -20) e

o PBS (pH 7.2-7.4) + ‘ S y _—
PBS-T+0.5% BSA (B £h 22 P PR ERAE, T8 Tk 280 ELISA Faill, fig
0.05% Tween-20+0.5%

PR -20) BSA AL A &, IRIFPURAUATEE

2.1.2.4 FEMAPE
2.1.2.4.1 ke

i A EE AR (1 35 U RE AR 5 B 100 L BN 282 1.2, 1) 4% (RSB bR 0 AR, BN RRE FEE (1 455
e B 34NL, BA100 pLI AR BRI E e B I . 37 CHER &% 1 ¥ & 30~60 min.
2.1.2.4.2 ¥E¥E

HEWH2.1.2.1.2,
2.1.2.4.3 EEbrHLIAIRE

AR R IR A I 1 R SR UR e BERAR DU, #2000 B T B0 A e VM e Bl A A
FLAIIA100 pL, = & 30~60 min.
2.1.2.4.4 ¥EW

HEDE2.1.2.1.2,
2.1.2.45 BE5%I1E

FEALIIANT00 pLal i WY P e 2 1 B O AR . G A 15~30 min/5 SZRIHIA100 pL
2Ll SE RN

WRIEAF PR ARG (BB RIUE) DU R (&G )5 s kG
TN () 55D 3% R 0GB LR, T B B SEAH LR S AR . T IR S 5 I PR
(ELISA) g/ i FH WP Mg R BRI A ¥l (HRP) FITRIEBEEREE (AP) , HXT
N7 ) BRI 4% : TMB. OPD. PNPPFIBCIP/NBTZ: .

H BT R R K TAEBER R I TR

B AREE pegic] Y FERFA

REEEE. TR, BEfke, Bl
¥ OMRA B, 450 nm &I
Nz REEUEL . REOPSE, 405 nm
g% 492 nm £ .

TMB &t &4/ TAE W HRP

OPD &8/ TAE W HRP
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PNPP () T {E ik AP ﬁﬁg%‘k@m’ﬂﬁ@’““mm
BCIP/NBT & 4 &4/ TAE AP REE S, BIESO7Y, £ HTE. b
i A S SR A 2

FRYE I YO ) 75 SR IS @ 2 b (— N2 moVLBRER) o 1% 1l F 2 b2
BRIV, AHANRI B AR AT RE R EEANFESR R 2 b . W I R N4 TMBRE 0%
IS 38 A F2mol/L HoSOufE N 28 1, @I BIRHRPEG (¥)36 Mk 26 1k [ BT, S HAEpHIHE %
1, MRS E o R B s BRMEBE IR (AP TENBRAREAIT, — MR A Bk ¢
1BV (an3 MEEAGANIEID SR 1E OV o AT RNAS 5 A8 8 LERE E I 18] i, B DR I &5
A 1 A B A
2.1.2.4.6 Y62 EENE

SN2 1530 minN, FERGFR R IIDGEE BEAE (ODMED , E U AT XA &, AR
IS ) ) B R AT e A A I g K, AR AU X Ik B 2 LU K (— %4450 nmy
ME K, 630 nmAyZ i KlE ML) .
2.1.2.5 g RER
2.1.2.5.1 4G AL

PL2.1.2.4. 504 IR B FEAE A A, AR IURE il AR P D R A b, TR I S50 A 380 6
RN (D ARG ARS8, Zhlas S .

A

Y—E I AE

Bina——5¢ K2 G TR I 14 62 PS4

X— IR IR E (mol/L)

Kd—3¢A177 (mol/L)

Ve 2 EON IR RO 5 B #S AN L8 0.1
2.1.2.5.2 ZEHRIE R ER

S HOHE A AT A U A B R A K AR, REOARIRE SRR R . THE S & 2 R
HREEXIE, HAR FANT0.95,

T LAAnti-H7N9 NE A Hi4 N5, 8 GraphPad Prism (v10.2) 3KH4BHTE A 2R
2 B R

14



1) GEiHB6 EERVRE 9 Anti-H7NO N H ST R EE R NG BEAE (ODMED » %R
LL450 nmoy P E P, 620 nmoyZ HLR I E RO . AN 5 Bt 2 -

0D450 0D620 0OD450-0D620
PR

(nM) 1 2 3 1 2 3 1 2 3
20 3.831 3.71 3.627 | 0.042 | 0.0412 | 0.0413 | 3.789 | 3.6688 | 3.5857
4 3.591 | 3.397 | 3.561 | 0.0411 | 0.0412 | 0.0422 | 3.5499 | 3.3558 | 3.5188
0.8 3.254 | 3.157 | 3.129 | 0.0415 | 0.04 | 0.0403 | 3.2125 | 3.117 | 3.0887
0.16 1.575 | 1.478 1.64 | 0.0418 | 0.0401 | 0.0405 | 1.5332 | 1.4379 | 1.5995
0.032 0.468 | 0.444 | 0.501 | 0.0414 | 0.0409 | 0.0402 | 0.4266 | 0.4031 | 0.4608
0.0064 0.144 | 0.152 0.16 | 0.0413 | 0.0404 | 0.0405 | 0.1027 | 0.1116 | 0.1195
0.00128 0.106 0.11 0.103 | 0.0438 | 0.0403 | 0.0408 | 0.0622 | 0.0697 | 0.0622
0.000256 0.071 | 0.069 | 0.066 | 0.0497 | 0.0405 | 0.0416 | 0.0213 | 0.0285 | 0.0244

{8 FH GraphPad Prism# 2 it 2k 45 &1 75 FH 213K & FLII0OD450-0OD620 1)~ ¥1H , 11

FERI TR (HERIREAG D -
REGRE (nM) | 20 4 0.8 0.16 | 0.032 | 0.0064 | 0.00128 | 0.000256
OD450-0D620 | 3.6812 | 3.4748 | 3.1394 | 1.5235 | 0.4302 | 0.1113 | 0.0647 | 0.0247

2) X7 i #E L) GraphPad Prism EIF5 3 sh M, ISk olm (Gt BIFsD
fiik2ik#E ‘CREATE’ W ‘XY’ , £iilif~ ‘Datatable’ T1&4% ‘Enter or import data a
new table’ , ‘Options” | ‘X’ #%£# ‘Numbers’ ; ‘Y’ i%£# ‘Enter and plot a single Yvalue
for each point” , gith ‘Create’ GEFEM .

& GraphPad Prism 1050

Analgin Change Armge Do wite Teot Eqodt Pt Sew Help  PremClod ®

o
th B RO . zikif - s ©-@ 80 e . Prism

3) gUEERRE, TS Hr S LAHEIETE, XD Anti-H7NO NEE H HUABE BB IR
&, YHh7y0D450-0D620f - #4{H, Fep)a midi EIAFE A Analyze” 2 IS HOR AR,
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W ‘XY analyze” FIHF) ‘Nonlinear redression(curve fit)” , i ‘OK’ #EANT—S#
EPE; 1EHE ‘Binding-Saturationg’ NI ‘One site--Specific binding” , midi ‘OK’ BJmJ
RIEKAE BIE X LRSEHARE R, BAREE PR N EMR:

File Edit View Insert Analyze Change Arrange Famiy Window Help

Prsm  Flle Sheet Undo  Clipboard Change Import  Draw Write Text Export Print Send Help Prism Cioud @
B PR~ P cosndle - = P ) - @ & o FT] s
e 53 i 2 ol gy & -8 @ 8K Grga 2 Prism
d&- @+~+ | O5- 00 L E P, B 2 L5 o-
Search — * . GroupB | GroupGC | GroupD | GroupE | GroupF | GroupG | GroupH Group | GroupJ | GroupK | GroupL
Fedhiknz (nM) OD450-0D620
¥ DatTebles I 4 X Y I Y Y Y Y Y ¥ Y ¥ Y Y
Datal 1 20.000000 3681166667
©) Mew Data Table... 2 4.000000 3.474833333
v Info = 3 0.800000 3.139400000 e ok aralyst
43 | 4 0.160000 1.523533333
1) Project info 1 - & 5 z :
; 8 052066170 130168067 Which analysis? Analyze which data sets?
R. NTWWQ' 6 0.006400 0.111266667 St Table: Data 1
v »
B s 7 0.001280 0.084700000  Recontly used B o 0060
MNew Analysis... 8 0.000256 0.024733333 = Transform, Normalize...
v Transform
Graphs L Transform concentrations (X)
|’/ Data1 10 Normalize
11 Prune rows
Mo Grapt. =i Remove baseline and column math
v Layouts » Transposs X and Y
13 Fraction of total
= New Layout... 14 = cabel When you analyze tables or graphs with more
than one data set, use this space to select
: :
- | S
16 Simple logistic regression
17 Fit spline/LOWESS
Smooth, differentiste or integrate curve
18 Area undi
19 Deming (Model 11) linear regression
20 Row statistics
Correlation
21 Interpolate a standard curve
— 22 .culumn....lm
amil »
v 23 + Contingency table analyses
Data 1 24 = Survival analyses .
Data 1 25 + Parts of whole analvses Select Al
26
27 Help
28 = =
29
30
31
32
33
| 4P E|E 2| O|E| k| o . P Raw 4, Column C Q Q

(a) JEIREHEIHTE

Nonlin fit A
Table of results 0OD450-0D620
I Model Method Compare Constrain Initial values Range Output Confidence Diagnostics Flag y
jsere - One site -- Specific binding [5]

+ User-defined equations

+ Standard curves to interpolate Best-fit values

lo:ua::-ww.- D"

= pdbgidier Details..
EiOoes respene Ikibtion ) Bmax 3.746
Do racpamms et X bt anatin} Kd 0.2135
= 95% Cl (profile likelihood)
o S i Bmax 3578 0 3.917
Tos sk Toi e e Kd 0.1702 to 0.2669
Motaes oo T 8 Goodness of Fit
Specific binding with Hill slope
. mm - Compsn 9 Degrees of Freedom 6
+ Enzyme kinetics - Inhibition 10 R squared 0.9972
+ Enzyme kinetics - Velocity as a function of substrate
* Exponential 11 Sum of Squares 0.05275
To use this equation, you must have already sublracted off any nonspecific binding 12 Sy.x 0.09377
13
14 Number of points
O Lo st e wcs 15 #of X values 8
Ini late
b s it s Gt e it 16 #Y values analyzed 8

=11 [
(a) KAfHH5HEIED IR
4) JJaEBALINFEF ‘Graphs” R ‘Data 1’ 7] £|GraphPad Prism# 4 H 32

58 B 25 G it 2, H “Results” FH RIS SRR RL UG 2125 & ih 28 B, i B34 ) “Export”
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STHE . BRI RO B R

ew Ins
sh Wiite t  Send Help vism
F 30783 L = va [ S - ©- @ BE ¢ puie
— 8- o+t 500 vae 7] o [i] (Wl QO e-
arch
Data Tables
Data 1
New Data Table...
~ Info
1) Project info 1
New Info.
~ Results
New Analyss. Data 1
~ Graphs
‘ —
New Graph.
Layouts 3
Wew L a Kd=0.214nM
g 2 95%Cl = 0.170-0.267
3 R?=0.997
01
Ll T T T T
Family 0 5 10 15 20 25
Dt HE&HE(nM)
Nonlin fit
Data
4p & (¢ £ |patai1 P iad From left: 6.03 cm., From top: 20.10 cm, Qe
VR AN
A s A 4

2.1.2.6 BEE
78 B2 AT T 3RS AR AL I 5 &5 SRR 4 %) Z2 (8 AT AR E 30%.

2.2 REFHETHIRE (SPR)
2.2.1 R

SPRFE [ %5 3 T LR F A — Pt T 920 ToAmic il 27 A1 AR T AR F B E M EE 4y
W75 o A SR ] 5 25 AL RS R T, NI I 0 5 B 5 5 A i B A
TSN B AL B ) A 2, 3R &3 28, BRI B AL (Kd) ks
2 YiVAP NG
222 RRPE
2.2.2.1 &R

ARAEFEFR R AR RS e e 5 G O FEAR R IDETT 0. ARFEA I RGUK LA E . Kl
WA SEAREEE . B PR N DA B B I SE AT IRRIERE Y, TG RGBT IRE S R
LRI E R, 7 s AT R AT FEARVEVRORN S AR, B ATRR .
R ETE R 230 e bR T )2, ARIRE . v E SR R A .

T TR E T EON BT
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HEPRRIE R BRI T

(1) RPNV ER AR, WFHME, o7&, REIH R EaE,
MR i RIE B E MBI IR A e i 26 P ORIE L AL 5 AR e v, IR e hr H

(2) A AR R BEAR B AN BE & NaNs A B & B iy ey, i &R Tris;
i FH AT A NI REAR AN &3 B AR RS AL e AR R AR 22 1K) 20 7

(3) #UbRAR/N TR BERIEA YA G R, REARENIERESE S,

(4) BERRERBOAREE —UE W =1 mg/mL, 2B IF=90% GBS BRLF) , FARIBCH R
WA 2-50 pg/mL BEATEER, R4 E AR O .

RAFHEFRPESRF A5 (Lysy Cys. Hishr%s. EMRSE) , EFIE S IEBT R R
Fro EBTHE M BERT R0 TE:

RET BB R ERHRA
EDC¥i% £ 3, NHSTE s vk

FIEHER Fig, Ak 5 8 A Lys eNH: | S H B LysHIEA. 2k
S

AR RS E QR | af A n AR RERE
Cys-SHIR L, T UTRREE | THALHI A CyshIE F
OB R TEENP-NTA, FIH -

HHisebr 25 [ BB 20 &
Hishi 15 N2 i i 45 2 FHisdr SRR
- e SR, R -

PR SR - SRS | O POE
R TR NER | B A AL A, FlNsA | BEMERCNED . BN
p PR -

FAEAH I

His-Ni2+{fi 3£

B B # B BE i MR R BRI TR

Y| RFAE/ 7 85
BB, BRI R 5 BT 5T AR AR R
STCARAE, SRR R TR . G T 2 AL AR

CM5 &5 R, LS TRE. Sk, Bk, EO. BRI
TS E L AR
B WL CMS T, SEHT B A T R s,
CM7 &

Ny THEYIET

Human IgG (Fc) Capture chip | i3k Fe #3258 A BN LA

Mouse antibody Capture chip | i3k mFc %% 8 BRI PLIA

His Capture chip i3k His pr25 8 H
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NTA chip A Ni2'Jaal i3k His Ara5
Protein A/G chip IR [R o J B 7 B i A
Protein L chip IR PR R B
SA chip WAIREDZAC RS, FEREA
Bioin CAP chip R FZFR OISR, 57 DNA AEA A SR &4 H

H B % KIS 1T R R R Rk F 0 T K

2 il B iﬁ)ﬂ%’éﬁ
HBS-EP 10 mM HEPES, 150 mM NaCl, 3 mM | &%, E& KEZHEH - &
) EDTA, 0.005% Tween-20, pH 7.4 ELic] Ef’ﬁﬂ%
10 mM PBS, 150 mM NaCl, 0.005-0.05%
PBST mM PBS, 150 mM NaCl, | SRR I T

Tween-20, pH 7.4
20 mM Tris, 150 mM NaCl, 0.005-0.05% | i&F14& 1, % 5L & o fa
Tween-20, pH 7.4 P 4

TBST

B BT % F RS AR AR R TR

T ] e R SRR
W B NHS- B . ] 7 0T 5 R [ | 2 R 1 A
EDCNHS | | o NHL I 4 4 55§ 25 R0 1
i b A ) 2 Px
NiCL ZENTAE e HIAr s SR Hishi 2% His 7 55 4 3R Y O 75 4% 2

B, Hfe/Eichs
MO ARG EEAE, HT/E%: | FEATY., s2g M ke
IR F AR L AR Y ACKEdh

Streptavidin

PRI B Oy R AT I8 . CM ARSI /7 7ECOOH-EDC/NHSTREL f5, — M &
e JHe 5 oA S L FYNHS - 3 P S 1, 3R AT A i i A e 0

XS E . RIS BEFREEC. IR, Z8FI BRI R R B B A ]
B (10 mMBSER S, pH 5.0) (KR4 8 1Rk 3k 5 A3 1 ] 52 37 # B2 21130 pg/mL. %6,
CM5:E Fr B2 1 F1400 mM EDCAI1100 mM NHSEL10 uL/minE@i;.LiEiEﬁ@o gL IR,
430 pg/mL FHE £ 8 [ PA10 pL/min P90 EE N B 52361818 (Fe2) 29420 s, [ 2 &£1°47000
% 14000 RU. HJa, SHAIM ZEERZLI10 pL/mini#k 17420 s¥t . S HiEE (Fel) ANE
NS, HAGSIRIEE (Fe2) HHATAHRERAE.
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RU Amine

i

25000 A

20000+ EE*IJ_—\@EE
o 15000+
2
8 |
= 10000 —

- REEL
5000 4 S
0 <
BEASE
QéO 5(‘)0 7éO 1 OIOO 1 2‘50 1 5‘00 1 7‘50
Time s
HE A AR A

22.2.1.1 EERE

Al B Fr 236 T SPRAG Y, A AT 52 il AME E BEAT R G T 228 1y T
WIS e B AL (RUD HRFRGE .

e — M/ T £2 RUBIRLA AR 2 328
2.2.2.1.2 RMEFEK

] H AR i s NS, PO&E BERIE (— 0910 uL/min) RRERTGF—E I 1H],
DA A T e ]

VE: P REELLTER, B T IR KRR s A 1] S AR IR AR S
KA HFFRUB %, 1EAGI [E]— 5 9180~420 s.
2.2.2.1.3 FEFREBE

W BEAR FH I BB BRGZ MM R J E PR IR L, 7R DR A SRS A 0 P #E A A5 1K = A I p HL
HHARER S A SR AAMAEIE S 7, WiTrs. HARS, nTRETIRMMPOIRE, Fikr
LR B s A

TRBE R F AR e 2 A B R, SRR A FSERS, BT IE S A

H A% F R RBRE VR I B R BRI TR

BERE MR R FERS R ERGRRRE

EDC (1-Z2%-3-3-“HEE | &H THEBEEE (—NH) RPN, 5%
MR | BN W R D £ (—COOH) H:H %R, TEHAE Ik e,
NHS (N-FZREEBEFWEWZ) | /& SPR & F BB A R

SPDP (N-FZHIME W fiic3-3-(2- | & A TRECS 3R 2E (—SHD sl n o7,

FAE AR B

e AR L) N IR AR ) &% T AT W24 ) — A, SEE St 1)[3ZTIEE’JT%E9§
SR AWz (Biotin) « SEMIZEL | i @ sE M I A 2 -5 A E A BAEH 24y
U | B SEMIE (Avidin B TR B, BT AT PREREG . RS A

I

Streptavidin) A R
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2.2.2.1.3.1 HEAMERBRERE
RAER () HHHHARMEBACT R, SEI SRR BB R 2 1.5 (5 IR L
Ri= (Mo/M1) ¥Ry ) Syeveeeveesneessessesanes (2)
A
Ri——HEFMBIKF
Rno—— T R R G5, WHAN100 RU;
M——FrllEE A&
Mo——FE I ERERR 7 T 15 7 8
Swi—— IR, RAETERE .
e AT RACEA I ZE AR R, SRRy Pl AR S 17550 A B {5 1K
&, mE&EThE&1E 5 125-100 RU.
FOAR o i A B I R T
(D) ESHREPRRGERRE (Rna)  + XIEF7ESLIATELS L0 E, 5
AR O RS0 25 A 1 — DA BRIE . TESRABN 1% T, 38 Rua B E 100
RU.
(2) MR (2) THEAREBAKF (RO
(3 IHHESEMEE: ZHBKEN 155 R .
T ATARAE SO DU AR IR, B AE T4 S {5 S 1E25~100 RUK AT
245 5 B <
(1) FZECXCRS (73744 kDa) , 7 Hr¥)/Zanti-CXCR5Hi/A (180 kDa) o R
BRSNS, Ron¥EANI00RU, Suw=1, MRLA~35RU; HEMBAK, ShrEEE N
N1.5 Re, B EI#£740 RU.

RU
140

110

80 1

Response

-10 31 72 13 154 195 236 277 318 369 400
Time s

anti-CXCR5Hi4& 5 CXCRS IS4 30 11550 Mt
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(2) [# %€ Transferrin R (43T &78.7 kDa), 731 Transferrin(77.1 kDa). R4 Sk /&
NITFEWAE ) Roa WEAN100 RU, Sw=1, NRLA~102 RU; FEMBEARK, SLFRBECEN A
1.5 Ry, BEIZ1160 RU. #1 N 24, [&5E Transferrin R 521.8 RU, 3 Hr4s 415 51 F25-100
RU, #i&ektEiil.

Immobilization result =)
Chip CM5
Date Channel Flowcell Chemistry Method Ligand Response bound (RU)  Responsefinal (RU)
6/7/2024 4:55:10PM 2 1 Amine Immobilization  Activation/Deactivation
6/7/2024 £:55:10PM 2 2 Amine Immobilization  BV3953-20C1F1-1KH 4226 5218
(a) fHPEE

RU Amine

15000

125004

10000+

% 7500+

& Ch=2 Fc=2

Re:

50004

25004

-2500

T T T T T T T T T T T T T T
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400
Time

(b) I 1%

Time s

(o) &EKEik
2.2.2.1.3.2 BEREE pH
AR SRR R F AN [F) pH ) AR IE 22 R R AR 21 AR IR S, R4 02 & i, AR AR
A T B ) P 45 45 1) i AU TR W B pHL, W SRAHSBpHIM S S 45 REA L, e FE Tk
(B pH.
BCH MBI VE R A EMAIGE, — ok FpHELE A (PD R0.5- 11922 MK,
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BN R S . TECMSI A IR AR 2 AT, 75 B8 3 191 i 4 S B0 0 2 438 (1 18
BREEP, B S HpH 5.5, 5.0, 4.5, 41910 mMESERE IRk, KRR IR N
10-100 pg/mL, FJVRSERT] 2435820 pg/mL, BT WL &0, MU 45 (1) A
CAILA FORE i 26 1 BE S IR B U IO BB B s (2D S AN TI0 A5 100 o 20 5 Pk oo =gt A
S — 4T T E B REAARR . R G an ST 2 1 (R o SR A TE Rk IR A B H AR (O
KB ), T ECSEBSERR A& GREERIpHD J5 BB 2. Ho@ pHIE B IZ RS (5L bx
55 R R 45 A B B B IR A, (AT 38 Gl 2 (¥ AT 2508, B S SO mM NaOH % fft
FEO R M AEARIE e ds, 1 B & pHAE HEAT 1E M BB A o

245 5 B <

(1) HFrEE A NCD2 IR Z AR 2 B e T-CMSE R i, AR E IS @EEpH, 4
SR T 10mM NaOAcZE iilipH 5.5 5pH 4.5/ P& ER0HR, ZamNAE . A UAGE
A2 N RGP, pH 5.5INaOACZE i iE A 1 NCD2172K [ B4 1

i NaOAc, PH 5.5
40

30

20 /,,//—""Ag_mpk”‘“-«‘\__‘g__\ﬁ_ﬁﬁ_g_kv-—“‘_g__kgi
2 10 T -
g o
& .10 KD=10.5nM
.20

-30 + + + + T 1
-100 0 100 200 300 400
Time

(a) pHS.SHFNaOACKEIRH MBI A 5 4 fr 8l 1154 b

NaOAc, PH 4.5

50
40
30
20

esponse
3

=10 KD=12.6nM

T t T T 1
-100 0 100 200 300 400

(b) pH 4.5 NaOACZ ML MBI R S5 45 58 1122 70
WL (a) FE (b) GeWBE HA FpHIEIRZE M, SEWRI(RU). MR Hh 23R
DIAER—AZRH), HARLEX IR I TR

B M Rk LI

BERZ MR pH &AM RL(RU) R R KD (nM)
55 HR2E (~35) fasg, EEMI 10.5
4.5 T (~45) W&, FHE 12.6

(2) [& 5% Transferrin R, 1# 410 mM Acetate, pH 4.5, $0br[E € &l E (19676.5 RU) ,

+ A=
én{:\#

AT HUAREG B RAAEIRTER, BT DARERR T e AE MRS R
Reifio JTE IR R AT BE A2 Acetate [ pHIT AR, 5 EUHIAR KT .
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=

Response bound (RU)  Response final (RU)

Immobilization result

Ligand

Chip CM5
Date Channel Flowcell Chemistry Method
5/22/2024 12:50:34 PM & 1 Amine Immobilization  Activation/Deactivation
5/22/2024 12:50:34 PM 1 2 Amine Immobilization  BV3953-20C1F1-1KH 22600.4 19676.5
5/22/2024 12:50:34 PM 2 1 Amine Immobilization  Activation/Deactivation
=N
(a) B
RU Amine
35000 ’\ — S
30000 J \
| |
_ |
25000 - | ‘
/, | |
& 20000 / l;
8 /
o /|
4 /
& 15000 /
|/
/
10000 /
|/
5000 — *—\ /
| 1 ',
o4 (o /
T T T T T T T T
250 500 750 1000 1250 1500 1750 2000
Time s
S
(b) fHEREHE
RU Analysis
04~
104
20
@
2
g
& 304 M Ch=1Fc=2-1
-40 ~
~_
-50- ~_
T T T T T T T T T T T T T T T T T
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180
Time s

(¢) HRFELS & I

Zie s

EUARIIPING.39, 22iRi%E ] 10 mM Acetate, pH 6.03H/T B . {HELE N2646.1 RU, H1E
gaEsEE, B

IR, fE L4, 7T LLE 110 mM Acetate, pH 6.0 5 i@ A HAREE. H
GO 5 5 4E25-100 RUZ ]
é

s

B BRI,

Response final (RU)

Immobilization result
Response bound (RU)

Chip CM5
Date Channel Flowcell Chemistry Method Ligand
6/7/2024 10:17:53 AM 6 1 Amine Immobilization  Activation/Deactivation
6 2 Amine Immobilization  BV3953-20C1F1-1KH 2841.1 2646.1

6/7/2024 10:17:53 AM

(a) fHELE
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RU Amine

17500 r
15000
12500
@ 10000+
2
o
&
& 75004
5000 ,f,__f'444~A—f——‘—4'4~‘*"‘—*‘—"‘*IAAJ
2500+ gv__(///////’///ﬂ" L~
o4
T T T T T T T T T T
250 500 750 1000 1250 1500 1750 2000 2250 2500
Time s
\ i
(b) AR
RU Analysis
9004
700+ T
600

M Ch=6 Fc=2-1

Response
B n
(= Q
o o

I

w

(=}

o
L

200

100

(c) A Kit
I 2% PRAREE AR IR BRI BE 5 i JE AR B 7], 44595 [&] %2 Transferrin R & [#{K £2521.8 RU.,
£3302.2.2.1 3. 1¥EFr oS R B R RIC 125 R . i3RI gE & ith, Batmiss &G5S0

T25-100 RUIH LR,

Immobilization result =
Chip CM5
Date Channel Flowcell Chemistry Method Ligand Response bound (RU)  Responsefinal (RU)
6/7/2024 £:55:10 PM 2 1 Amine Immobilization  Activation/Deactivation
6/7/2024 £55:10 PM 2 2 Amine Immobilization  BV3953-20C1F1-1KH 4226 5218

(a) fHELE
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(b) 4t ik

2.2.2.1.4 HARM

FENE R IR S B A, kAR R s A B E RS, BE RS
PR R T FE K R AR E
2.2.2.2 FRpUAE &

TR S B AR RSORE . SN TR WERHSEE, B
A AEEE >90%

[ ARRE e U SR TS AT S A T B REA

TRARKE S BOE AR R 5 FH I AT G2 i e T 2 RER

MR T LG R IS AT BT B TEARE, TS RUBE LR FEARIIRE S B, 0%
HBE IR o Z1220.22 nmyE B I 3 I 15

ERRIRE AR T, WIS AT AR R, Wi . DR HuhEE,
AT R AL B

AP b SRR

(1) WRFES 7RSS KT, R AR TUTE . B, REFFEM AL T3 — 1. AR
LRSS, AUMSEE A/ TEESR, 2078 KL 0.01-100 KDa;

(2) FRFEARLE (590%) , HEWE>0.2 mg/mL, B S BRET

(3) IR SR AR S A S PTOCR T, A RERE. K, RS ST
(IR 5

(4 Ny FREMEGIETEE, HORTHBR R,

(5) TR EERAEIBAT MR, REFEA RS2 1T — 8.
2.2.2.3 &I
2.2.2.3.1 BuER%&H
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S AR v A B S BB i TS BN S5 5 G AR s s, IR Tses prik
WREEME G, WRAGEESULET RH R, KifE ZER R E, —
FRAEMLIERE B b 12 NREE, FRAK S5-7 /NIREE, 1931— K51 7-10 MRERI 2 H4: AT A
IR U8 5% 281 1) B SR P 2R i) ik BB IRD, SREfE 2SS & ARESITIR]: — MRl 5 71
SO AR FE — SO E BRI . AL V. S5 A BSR4 A

FEFEAREIE LR R E S LEIE, DHNRRATEN (Bulk effect), A FARUN & HH T ¢
AT B AT BT R R . — LIRS AR B, (B EBREEAR B N S
RGN

ROMZAT 261 75 ZEAR A S50 1) FAA TG SR AN BT W0 R Ve AT 36 43, 38 RGN, P82 R
25°C, IBAT M PH 7.0 W HBS-EP 2 b &, O 16 S ARy P45 & AT N 0.05% Tween
20 B H B R R AR HNEEIIN 0.05%K) P20 CRILALES) , FAEWCA Glycine-HCI pH 2.5;
AT BEFERFIE] 180 FP, Z54F 60 #0, FAE 30 #0; JREA 30 uL/min.

BRIER IR FE SRS E B AIRTIRAE L T &
¥ FREH E

R %%Eﬂiﬁﬁ%ﬁﬁ&i@%ﬁﬂﬂli‘éi&ﬂﬂﬂéﬁ, T W I Hi E 4%
IR
& B R, 45a ik LRAR, R TR
125 5 Bk P& EEE R T 2R A 2Rk, S R EE

TR, ZIRIE RIREREE

1% W ESHNE, (R2=0.98, x?/RUmax<10%) -
, AR NAE (RUD % HBIRE K, KD B FR B
IR 2 2 5 e R — 3

HE M [F]— W 2 UGHRE, IR CV<10%
A 2 Z BB MBI, SAMESERHEX S . 6K
F<20%Z G E 5 HE S S ilEs 415 5 <30RU
Chi? (RU?) <1/10 Rmax

Far IS AT 2% A 75 EE AR B S 56 1 B AR T SR A e ) e 1 AT 16 $6, B H L Human /
Cynomolgus Claudin-18.2 5 H ¥ #5 HT 44 & W 5% A1 J7 9 %] - Monoclonal Anti-Chimeric
Claudin-18.2 Antibody, Human IgG1 J A $ti, i & Protein A t5 /i . Human / Cynomolgus

Claudin-18.2 £& H 1546777 (20 mM HEPES,150 mM NaCl, pH 7.5, 11% trehalose) & A i
HHE, WM RS BTSRRI HBS-EP R (£ 10 mM
N- (2-¥2.3%) WREE-N'-2-Zfi#ifg (HEPES) , 150 mM & fb# (NaCD) , 3 mM & fi%ly
2 (EDTA) , 0.005%M:i-20 (Tween-20) , pH £ 7.4) . KH Protein A i3y i,
W B R R B 25°C, 38 AT SN pH 7.4 1) HBS-EP Z2phEh, O 1B dRds
PESE G, AN 0.05% Tween 20 BB AR H R T PEAI AN 0.05%H) P20 (B ILZLEE)
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AR Glycine-HCl pH 1.5; 38475644 dEFERTE] 90 70, ARES 210 5, FAE 30 #5;
JIE N 30 pL/min, 01N EFR:

R

Relative response

22232 WAL

PR Em SR, RIE U R A A R R AR, Wik, . &, £
FEBAT SR A, IR R I AT S 45 & &R INE S E R (Z290%) 52
FasE M (TO¥ERE ) AIARRR 57 1 IR B 7K ST At e A FH (R P AR EREINT 8] L VR &5 25 A
A A IR AR R R A B P, AR | R A R B A 5 A

ARSI B A LI h AR OB P IR, EHECR BN A RMET M, A
(P A 26 A BB S S BR BTE BRI AT 00 T, BRI SE B IAIIEIRAS — 8. FRAE 411
PSR B R AEAB TR R R RT3 T, e SRR AR S M AR V. — AT
ik IKpHEL mipH TR A E N B ARV 7, i T3 8] S 2 P I — RV, AR
FRIZY, DAAREIR AR AR & . 2L ARG N Glycine-HCL 3.0 2.5F12.0, &M %A
— A2 MA3-5 0K W R BT A B LR, WT LR A, N TS AT Rt LR,
LS T M AR SR A BRI BRI S M N BRI AR, PRERIEYE . I 2 Tt
FE, S BAKCPAERRRE, RS —IREREAELE, Z58 K FIRAEL0%Z K .

2445 158 B -

(1 BHIrEBACD2IMHAFMRREAEGRE R (WFED : Glycine-HCl, PH 3.0f%
AR B BR PR AN, Sample Responsei& X B, HBaselinefF 4L TH &, $#&ngKpifk
KIEAEME . AL Z R, Glycine-HCl, PH 2.5PL 2. 0% RE G IR B 45 &4, Sample
Response 5 & 1 KL 4, Baselinefa i€ . B IEPHIMK L MCD2 1 H R 450, DR 4 3 £k

28



Glycine-HC1, PH 2.51F 414

-&- Sample Response -+ Baseline

RU RU
. 7880
i PH 3.0 PH 2.5 PH 2.0
& ————— " 1870
12
" 1860
10+ 1850
. 1840 "
i +830 @
L] =
g & tezo #
4 1810
1800
24
. W b g S 1790
0 + + t t -y + + 780
0 2 B 6 8 10 12 14
Cycle

CD21H H K A SRR R
(2) 1E2.2. 2803 (B B pHIR I o £ & Transferrin Ri% F 10 mM Acetate, pH 6.03E4T 15 8¢ .
AR N2646.1 RU, HAEIAMNK, ol G456 0, Joff 3 M magnesium chloridef342,
WL AT e A el ok, (RGN 615 5 R IEC, ¥iEH3 M magnesium chloride
FIREAFAEAR B RIE, Z I ARG IE.

RY%0 Analysis
704
60 - \\
AN
50+ //, o
@ /
£ 40 / B -
§ //' -
304 // I‘.
/ |
20+ /
o]/
ol J {r\\\ /~
5 50 75 100 125 150 175 200 ] 225 250
Time
T ) N . o1
(a) [ 5 B — Yok IS & 15 7k — vk i
RYs04 Analysis
70
60+
504
5 mcC
3041 I»‘
204 ’I l
104 N B B B - ‘
\ | /‘\a
R l HEAN |

100 125 150 175 200 250

(b) 28 YA IS & 5 AP
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RU

0o N ®
© o0 o o
I ! ! I

g 4o
= 30 \
204 |
10 \
- — — - _— ™ N
°l | | [
| |
s0 75 100 150 175 200 225 250 B
Tim s

(¢) BB =IRKr 55 5 AR = IR R B

Ja 4248 H 10 mM Acetate, pH 6.0F 8T AT, FHARMG A %4 BRI,

RA

0.5 M magnesium chloride f342. TTiEGE Y, HAEAT S, HEELSR . ZEAR

FELES -

RU Analysis
450
400
350
300
& 250
S |
5
S
& 200 |
o |
150 |
|
100
50
od—
T T T T
25 50 75 100 125 150 175 200 225 250
Time
e AN ANy J@ g
(@) BHREGS Gl K
RU Analysis
300
250
200
150 — A
3 |
g |
2 100 |
4
& I
504 | |
.
ol |
504
-100
25 50 75 100 125 150 175 200 225 250
Time

SR 5K FH 50 mM NaOH 4=,
FrO5e e RiE. ZHEENEGIE

TR SE il .

(b) FAEJEE G MK

I Ch=1Fc=2-1

M Ch=1Fc=2-1

TR, EAGE S

, B
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RU Analysis

Response

M Ch=1Fc=2-1

/
-600 N /(
o /

T T T T T T T T T T
10 20 30 40 50 60 70 80 90 100
Time s

(a) 50 mM NaOH F54= 24 5 A )

RU Analysis

Response

(b) HAEJE 4G R E i
B EEAEZMFN, 220K A1 M magnesium chloridei 4T 4. IS E SN T

25-100 RU, ZE& MR,

RU

T T T T T T T T
0 100 200 300 400 500 600 700 80
Time

i E g

2.2.2.4 ER S E

FROGE SR BB TR AR EE . BERERF[A] . MR . RIS R) L FEAEVR. ARt
PEISTR] . 03 K Re g I 18] o S AR il (1) 48 FRATBE bR 2 TR LIRS E - 1847 SPR B i BEFE
MESRFER, HERBAE . 7 BRI MR F I bRAE S ], T PR R 400E
k. WE RS A IEE R T8 Sk
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G B I PR A
845 IR B BN, M 101 binding Ml &7 SUEATRAA . 40 R PR CHUEIB) A A
)

PR AR, IEHRSE T TG . damE gy

RU
40

304

201

Relative response

(a) FaSAE

—

T T T T T
5.00e-8 1.00e-7 1.50e-7 2.00e-7 2.50e-7
on

Time

(b) IS

T T
200 300

1) miiiBiacore 8K Control Software & [ 77 ) Runs, #2145 R, Mdsindit
N MAOpentZ 4T H. #RJ5, #E#FRun properties, iiiOpen in evaluation software, FTHIBkH

#lBiacore Insight Evaluation Software. 7] H#%+] JfBiacore Insight Evaluation Software, T

H 75 Ui Biacore Control SoftwareiF 175 3% .
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B Farres B C i G

@' Biacore™ 8K Control Software

Insiremeng contrl AcvEy hstory  Mobods R

o il Fur datails
N o rnern
W st puting Bid/2020 13:2425 aaly \
B a0l P ilel kmatics
1 de el P

Aralyss fan Ry

EEE LSO = [ open
B Bucom BF. Cortol Satisers

u@' Biacore™ 8K Control Software

Farnbal kinetios SIP0/2030 &itaces Pel D) [ JRET

Parafled kinetics 5R200020 4:14:40 PM  Sereaigtm @
7 Enates SN

&1 ik PN

Bl N\ AE
2) fEBiacore Insight Evaluation Software ™, i i Predefined#X 2% N 4341 77 7%

(Kinetics/affinity - Antibody/general - Parallel kinetics)  ([R]SZE LN N, XSS
AT HAOpentZH L BEAT 73 M o AT H BTG, i
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T e e — o

@ Biacore™ Insight Evaluation Software

Cmatenow eahation  Cpen smIng ek bon

Lslectrum BRI

Brndafined

Fearallel kinwtics §/00/50 10 &:La:kl P

ihiabian methad

> Injction msipment

i - PO
AR

¢ e

Il vl s ¥
E mesct takin
=
Ay table
B o chars
Y Cple  Chansdl Sotcifremityes  Anilyes fpparpose  ecBntyps  AnelytelConboltipe  Analybs Lsshstiss  Concestrution inh o

45 R iR

3) i FE7QC-Sensorgram, R AR BE+Shiftit # BT channel, WEAL RIS, & 4L

R BN, TR, MEMELERD.

] Vi bttt Lsmbnnbivrd S s - Bl b o 5 002054 1445 P -]

e Biacore™ Insight Evaluation Software

il Alachehan O el el - Dandks 0 AL
Tl © ocvoe - B oo moamurions [0 bosanso-twnis -~ © rone
-
etting - ! - . o
3 Drtn prougeg Chanssl 16

e [ —— || ‘ i

Ingectian sasiprment
L] Wi il [
* Semorgram ssbtracton d
—— =

=

Ansiyte ] Araiyi | &
Cyptle Cwnmi  Besergre type Ansyem step perpess Rsalysis epnees  Dwivtel  Corvemarker  Belstien  Comuestrogon i

o e

Bk &

4) piidi E77QC-Baseline, 7] ARG E %I b L4 e AP AE I B BlEFS ;. #ibaseline
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AN SR AR B, AT AR I TR A A A

& Biacore™ Insight Evaluation Software

Aslyts | dastyse baswting L
Cycle Chaneel Eeseopamtype  Asslpiesteppupom  Asshysusbepoame  Trcheded  Corvsmareers  Gohrben  Abosiube IR

FL R E TR
5) miifi £J7QC-Binding to reference, £ £ &A™ s /2 15 /) T Evaluation-kinetics f£ /2% [&]
Xof LI AR 120%. W, ELFEBEE] N —25. ¥E: #5Binding to reference 4™ s M N AE K
T-Evaluation-kinetics{% J& & Hpoot BRI NAB K] 20%, BIAFAEIER Rt 45 5 o

B K i i s - B i a
Biacore” Insight Evaluation Software

o Clgwnt nisitng isabastine  Evadbamtionn - Paralled binescs SOODOES & 1iub iha

MRS | Arlyis Busislry sy |

Oyt Chinnel  Eomscrgramtpps  Arolyss cep purpese  Snsbywisdtep nems  fachsed  Coreemercer Snietion  Belvtie U]

1) gity EJjEvaluation-kinetics, &KMo, MEHA (1:1 binding) 455
REH, EEFHEE. Rmax. JEMIJ.

2) RidrfL T J7 ) Quality Control,  RIFAT S35 Goxd Bdl 100 & 45 SR 24T Ae AL vEA
MR ROFTH KRR ERER, EamiiENEEE R, AL 1 Quality
Control 45 Rk th, FRHIASLI RIS Ry m b E RS R .
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WL AR

3) Residualsf&Biacore Insight Evaluation Software[(] % —#kFtf, &I T 771
Residuals, R AT B A% 8 B o sz B a2 R0 £ 0 282 2 10 [ S B0 o o 0 SR 40 1) o5
WAL TR O ELRNE A, RIS 2R 5 & SR th 4. ARt A3

B, RUMEERIMZERR, HERRD R,

Y F v it Tsbnbion Softeans - Parilel bnetin BOVER & 1480 P

" limes Evaluntion
B! [ owmmmam
- RSN By TEEe =
T — =
§ I e | nee — o
Bhama wehy s I ;o S e H
o e —
Fe—— i —— — i
it
EIETT—— o e e
Bttt o
& %]
B Onam it o
L
B serepam
PR

S i 2 AN DA I 2 2 B £ 80 AU 00 3 A
4) tResidualsF 1, 5t CRERE) MRBRERIRGR, IR LIRS, HERT HEAT 4
o silrSample table, bR /c BELEEE T ZMMBR AV, Al SbsAite, /i FEExclude

= o J

Local, BIA] BRI
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" Lamue Lt

Cprin Chowsd  Sessmgremieps felyis dep s schion has  esfybe | Combeel e Arsybe ] ssbrlisn  Crmsrirstios i) . . 1 a

B HIORE P85 T 1 OO PR A I B 8 A
5) BRI EE 262 LUK B e 26 ) AU IR AR R | (MEIREAR S TR
AR MR, AR A %4, ik FESelectionf H, Z:#HShow excluded data /5 #E {ij

HOH LA B
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6) ALK R 7 Parameters, ZAZHAIH T ATA BTSSR, WSS AL @

BOEZEE L (ka&kd) , Rmax, Chi?%sEEEHE.
7) mA BTSRRI RR, Bl SRR AR B SO, s Save.

Paraied boreatin § 303200 4 14

Wl Beavims inmghi Lostastan Smitores

[

L]

B orarots e

2 Jeecarell I -S—
LR |

- " 2 | famrmt

TrHT SR R A R LR

8) R T W WARBAEE ., R 5 AT LA E Hcopy graphili# copy small/ medium/
large image) FTCEKE, WA]LIAH Sidiexport curve, ‘FHOCA G HATHAE =78
PHEE . 83, midts EJ7Homed %4, MRAESEPRTR 2L, wd¥ 3 A mAa Mg R i (g

ffiBxcel, PPT, PDF#&=D .

38



B Bt bt Dosabaatii e - Pailed b s 5200504 1460 1 o

-.@‘ Biacore™ Insight Evaluation Software

Wi
A EV L Operi enlstng sveluation  Eualusthon - Parslel kineties S22 00000 & ol PM M
B 9c-Sensargram - [ QC-Baseline QC - Bndingto reference  ~ Evalustion - Kinetics | « [+ JERE

e | JZ;

S &
= -

If

ﬂ QC-Semsorgram ! QL -Baseline B QC- Bindingtoreference  » E- Evaluation - Kinetics  ~

Settings and preparation MNews evaliation items After evaluation
ﬂ- Proparties Semasrgram @ Craste sushistion methad
Varinbles E Plot
@ Curvs sk Cafiapirsiien
(A Resortpoles Blneties s affineny

Minetica Aty

Bt 45 5 L

2.2.2.5 SERER

FTH AR AR, NG S, BT 3R M0 HT. HTEAER LA,
T A MR AT R A, A AR R A S IR #EN T S, ik
HCE P Tl , R IR LAY, 04 45 505 T DAFE 45 SR 5 b B K d, oK
FREIIRE SRR 2 7 2R ) (mol/L) o

e SRS AR R G LA I ZRNIRT A SR 1 11 45 S URURRAE s AN
VR B 22 [) L2 75 AR P . Rmax (BRI R SS B HD) 5 SEbRMAEIT ;s LA -T2 R J7 B,
e AT VETE L SR I G KAE T VEERE IR BT N, andl 4 18 A i ik 2V
Hl, FXRFIREA TR IR R, SRR 25 RRIIRE A SE R JIARAR,  FRRREARIR B T 1
B, AT R E 2 TR
2.2.2.6 FEHEE
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FEEE B VESRAT R AR I P AL RE 45 R 4 08 22 fE AN L AR (L 11120%

(=) EERE EBIE) W, SRS, SAREFRIE, FRREHMn. e
WANAESHER

1. RFFERRUE

AR B I S W B (ELISA) AR S 1 7~ 3LRiE (SPR) g B4 i H 2R AN
JIEAT TR, NWIE2F AR A T2 KU EHAE A, Ak FEpss
Anti-H7N9 N A #iA. FE 215 A J$Human CD19 (20-291) Protein, His Tagf1SARS-CoV-2 S
protein RBD, His Tag?E P (FI2F0 F LB o SEIGIOUEFE fh B ASHR iE S B AT SR AL, K IO E R
Ik R E PO — P AE R A PR AR B ROE A TR MRS A PR A R 87 22 22 Wik
B Abm) BRAR, RARSTHRE FITHEBATRN, 4R 50 Rz br i ER, IR,
R T,

R PR A IR A T RO AL T AR R 55 B = N S S W R

(b5 A R 7R F B B I B (ELISA) %8 # ff Anti-H7N9 N & H $1 4748 Al

SARS-CoV-2 S protein RBD, His Tag KB #2700 e 8.27%M12.60% . 15.67% A
2.58%- 4.16%F18.36%; KK %55 ¥ IL4RkiE (SPR) I ZE A+ 5 Human CD19 (20-291)
Protein, His TagfllSARS-CoV-2 S protein RBD, His Tag { Kd i (45 25 FE 73 5 A 7.14% A1
15.94%- 19.64%7H10.83%. 14.06%711.79%.

3G B B AL B R M SR A T RN S L RAF A 6 AL e 45 A, o R I A g
W B2 (ELISAD I 5E FIAE & Anti-H7N9 N&& FHHTAFISARS-CoV-2 S protein RBD, His Tag
HIRSDAE 72 9: 5.85%M2.67%; KL AEE T HIxi%E (SPR) Ml HJ# fiHuman CD19
(20-291) Protein, His Tagf1SARS-CoV-2 S protein RBD, His Tag{tIRSDAE 73 il A 13.21%F1

15.94%.
WIEBAAIME SR BERFT—F=EmRHRARA A

y BAREH | ZENE | BEE

P 0 K I/L
Hik 5 d (mol/L) & THE (%)

2.14x10710
Anti-H7N9 N&& [ Hiik 2.06x107'0 | 1.70x10!! 8.27%

Vit EEKG 6 72 W BTV 1.97x10-10

(ELISA) SARS-CoV-2 S protein | 1.56x10
1.54x10% | 4.00x10° | 2.60%

RBD, His Tag 1.52x108

KM E 7R | Human CD19 (20-291) | 2.90x107
2.80x10° | 2.00x1010 | 7.14%

(SPR) Protein, His Tag 2.70x107°
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SARS-CoV-2 S protein

2.10x10®

1.95x10% | 3.10x10° | 15.94%
RBD, His Tag 1.79x108
BArseArME S R2:. REfnEh TEARRE SR A F]
. HAEY | Z2ENE | BEE
3 ! Kd I/L
5% FE (mol/L) 1 SHE (%)
2.34x10°1°
Anti-H7N9 N A Hifk 2.17x10°1° | 3.40x101 | 15.67%
PG 9 928 W B V2 2.00x1010
(ELISA) SARS-CoV-2 S protein | 1.53x108
1.55x10°% | 4.00x107° |  2.58%
RBD, His Tag 1.57x10°8
Human CD19 (20-291) | 2.46x107
2.24x10° | 4.40x101° | 19.64%
s IR Protein, His Tag 2.02x107°
(SPR) SARS-CoV-2 S protein | 2.41x10®
2.42x10% | 2.00x107° | 0.83%
RBD, His Tag 2.43x108
i R ZioR3: ZErE = H]
BAERMNES R BEZEHASE (dbR) FRAA
. HAEY | Z2ENE | BEE
3 0 Kd I/L
ik FE (mol/L) & THE (%)
2.21x10°10
Anti-H7N9 N#& A fifk 2.17x101° | 9.00x10'2 4.16%
PG B 92 M B9 2.12x10-10
(ELISA)D SARS-CoV-2 S protein | 1.49x10®
1.56x10% | 1.30x10? 8.36%
RBD, His Tag 1.62x108
Human CD19 (20-291) | 2.36x10?
221x10° | 3.10x10°'° | 14.06%
TR IR Protein, His Tag 2.05%x107°
(SPR) SARS-CoV-2 S protein | 1.66x10%
1.68x10% | 3.00x10°1° | 1.79%
RBD, His Tag 1.69x108
3FRWAE AN B G RILE
Hik P Kd(mol/L) | #a#fRZE | RSD (%)
Pt IR G 72 Y BV
Anti-H7N9 N& [ Hifk | 2.13x10710 | 1.25%101! 5.85%
(ELISA)
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SARS-CoV-2 S protein

1.55x10% | 4.14x1071° 2.67%
RBD, His Tag
Human CD19 (20-291)
2.42x10° | 3.19x10710 13.21%
FIMAE BT HARE Protein, His Tag
(SPR) SARS-CoV-2 S protein
2.01x10 3.21x10° 15.94%

RBD, His Tag
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BE Y.
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CREFREWR AWMLY

B

AR

R YT
i3
L

Frbeagi Ty
Asti-HIN N B @* inj

31
m b
1. KRS i ,m/’/
ERAHE ARG ETE
&

i} g R T R

[ HTNO N £ L 40110-VOBB
0.05 mol/L. i &
B izl 50mM CARBONATE, PH 9.5

W RFIZE | 0.05%005-2000 | 137 mM NaCl 27 mM KCI, 10 mM
BRI | BRRRARGEE | NaHPO., 1.8 mM KH:PO, PHT 4
R 3% BSA M BN | 137 mM NaCl, 27 mM KClL 10 mM

ot 8 Na:HPO., 1.8 mM KHiPOx, PHT4
RO | IMBRETIH | BRK, P0209
kil 2 molL BB 2M sulfuric acid
SdiBIgG i,
B ERAL I HRPI i RIE, 61-6520
e Anictng N g | TP SRS R RLI00 M
m, wpy, || EMEE E;,\wt B i, MRS R, &
BREE WEFUBRAH SRIBERA
BER FEMBGERHEH: KT (Sartorius, Cubis® 11) . pH it ( Sartorius,
FB-10) . {ERWHE (EF, ET-60) . SRR (BMG CLARIOSTAR),
GraphPad Prism (v10.2) $EBA3PEKPF, 96 FL ELISA 8 CIFRKTE, 411218000,
2, RSN
LHEA100 ug/mlHTNO N EL, fH0.05 molL AL GRERIHHE (pH 9.6)
EERARE ] pymL. LIALI00 lL BRSNS IAE MR T T
W 160
A TENEMLR T, A LSS, M55 ILINA00 L
PBST (0.05%0ki&-20) Geiltiababiti. SCEM I min/e 7 50 b5 80R A0 IR
MR EBRET, Bk,
ELIGTL200 WL () 453% BSAMIPBSEPIAINE NI Mh . 37T B
T1 e FHRAS . H RS 00 B S 100 yL IR Elisatd i . G4
AR IR R R, LI00 uLEBRRA® S M. 3TClR S
S 60 min.
BRI, BG4 . =,
FAMMO00 uL, AR min. FAHFERE, TILMAS LB T,
i
1 P-KMEERAGR
OD450 ] 0D620 0D450-0D620
EryTy
1 2 3 1 2 3 1 2 3
(nmol/L)
20 3831 | 371 | 3627 | 0042 | 00412 | 0.0415 | 3789 | 36688 | 35857
4 3.591 | 3397 | 3561 | 00411 [ 00412 [ 0.0422 | 3.5499 | 33558 | 35188
o8 3.254 | 3.157 | 3.129 | 0.0415 004 | 0.0403 | 3.2125 | 3.117 | 3.0887
016 1575 | 1478 | 164 | 00418 | 00401 | 0.0405 | 1.5332 | 1.4379 | 15995
0.032 0468 | 0444 | 0.501 | 00414 | 0.0409 | 0.0402 | 04266 | 0.4031 | 04608
00064 | 0144 | 0152 | 016 | 00413 | 00404 | 0.0405 | 0.1027 | 01116 | 01198
0.00128 0.106 0.11 0.103 | 0.0438 | 0.0403 | 0.0408 | 0.0622 | 0.0697 | 0.0622
0.000256 | 0.071 | 0.069 | 0066 | 00497 | 00405 | 0.0416 | 0.0213 | 0.0285 | 0.0244
2 BT R R
DS 0D620 0D430-0D620
BRI
o) i 2 3 1 2 3 1 2 3
20 3614 | 3512 | 3549 | 0.0414 | 0.0401 | 0.0415 | 35726 | 34719 | 3.5078
4 3483 | 3.483 | 3494 | 0.0418 | 00436 | 00418 | 34412 | 34304 | 3.4522
08 3.058 | 3.026 | 3025 | 0.0404 | 0.0421 | 0.0409 | 30176 | 29839 | 29841
016 1716 1.666 1616 | 0.0416 | 0.042 0.041 1.6744 | 1.624 1.575
0032 | 0443 | 0417 | 0395 | 0.0436 | 0.0411 | 00411 | 0.3994 | 0.3759 | 0.3539
00064 | 0.155 | 0143 | 0032 | 00417 | 0.0412 | 0.0444 | 0.1133 | 0.1018 | 0.0876
000128 | 0.084 | 0,077 | 0.073 | 0.0402 | 00402 | 0.042 | 0.0438 | 0.0368 | 0.031
0000256 | 0.085 | 0.066 | 0.067 | 0.0412 | 0.0416 | 0.0408 | 0.0438 | 0.0244 | 0,026 |,

»’;ﬁ/&m .

(TUN

BAB A0 minA, L NASO LA L REEHI BUREL. 30 minfy, (EHINE
RN, B e 50D450, Sk it HoD620, I
£ (Y=0D450- 0D620) fIF LI

CLYGUS AT, SRBERMIRE OO0 BB, i SRk

FAY = Sl et B L R WBBCA S A MIZODI, KA.

Hd+k
3. MNER

o (A e A LD AR A R R e
# Kd (-

mol
: R 214X
Anti-HTNO N L e

Ka =0.214 oMt
95%C1 = 0.170-0.267
R 0887

o 5 w15
An-HTNS N Antibady Cane.(nM)

WM R e
Data 2

Kd = 0,197 Ml
96%CI = 0.168-0.238
R =03888

R
Ani-HTNG N Antibody Cone. (M)
BoRMRARNO G IER

BEA cz;;.fgv/é

Ww £ o1 A IFA

(a) BRI 2 (ELISA) -Anti-H7N9 N & Ak

R )

9432811

(
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LT ]

ALK (REAKSRN FROMEHFEY
RN WRH T E AP RAS

S
/yziéﬁzﬂge@s\\

WEHE
R sanstuwzsmwin@u N
L BUHEREE  \E ¥
2 i
EENE R 1
[T P
Human ACED, Fe Tap__| Acro Biosystems, ACZHS257
ELISABEGH (10%) | AEHTKIBHI10M
20 <TBSTHR M RN ARE0M
2% BSAMTBSTIEA T | Fol20g BSA, WA 100 mLOYTBST(ix
SHTRSTA ML 100 L FTBST(1 X BH A5  BSA
5 B0 mg TMB, WAHI mL DMSOF, 25
§ | MBRELE RU250 L, 5530 pl 3% H:O:—EM ABE50 mL
o L
POER | 2NRAL #772 mL 98% H;S0.H \F4T2 8 ml A A
Wiy | TRP conugaied
i Aati-His iag Aniibody | Acro Biosystems, HIS-PLMS3S
(AY63), mAb
W JER R BT WML (0.0195-20
. e, || BEH | SARS-CoV-2 § protein [ ne'mL) . JFHF SRR RIR R LATIR 76
st || 8[R80 KRR, TR RIS R, 2RI
BEm BRI
EEMBQERRD: R (Sartorius, Cubis® 11 o pH 3T Sartorius,
PB-10) . EREHE (E, ET-60) . SRR (BMG CLARIOSTAR)
GraphPad Prism (v10.2) SURAIREKHE . 96 FL ELISA IR (FFERTE, 411218000,
1. RERPR
BRRIEA 100 ug/mlisHTNG N £, 730.05 molLREALE R (pH 9.6)
R pgml. BLOSTLI00 WL ik M S SR I8 R N T4
#1648
ik FEBRECP O, SRR ERERT. BEGLINA200 L
PBST (0.05%(90L%-20) GBI, S0 N3 minfs % ME0T 0T
HARKKEERET, BUSK.
ELHIL200 wL B EHE3% BSARIPBS M FIREME MR, 37T NN
M1 h. Wik, U35 00 4550100 ol 401 Ellisa il o .
HETHR A R IR RN, LLI00 WL AR b (0. 37eCH
60 min.
BRHEE, BEEE (1:
i
1MW R
0D450 | D30 OD450-0D630
AN
™) 1 2 3 1 2 3 1 2 3
75472 | 3500 | 3529 | 3471 | 0.038 | 0039 | 0038 | 3462 | 3490 | 3433
37736 | 3393 | 3420 | 3367 | 0037 | 0038 | 0.036 | 3.356 | 3382 | 3331
8568 | 3383 | 3405 | 3361 | 0.045 | 0.046 | 0044 | 3338 | 3359 | 3317
9434 | 3372 | 3398 | 3347 | 0037 | 0038 | 0.037 | 3335 | 3360 | 3310
4707 | 2977 | 3063 | 289 | 0.037 | 0038 | 0.037 | 3004 [ 3101 | 2.983
2558 | 2.619 | 2642 | 2598 | 0.037 | 0037 | 0036 | 2582 | 2605 | 2.562
1179 | 1567 | 15% | 154 | 0038 | 0039 | 0038 | 1529 | 1551 | 1506
590 0.562 | 0585 | 0.547 | 0038 | 0039 | 0.038 | 0524 | 0546 | 0509
295 0445 | 0466 | 0433 | 0037 | 0.038 | 0037 | o412 | 0428 | 0397
147 0218 | 0.233 | 0.206 | 0045 | 0046 | 0.044 | 0173 | 0187 | o162
074 0210 | 0226 | 0.19% | 0037 | 0.038 | 003 | 0.173 | 0.188 | 0.158
2 BoRERE IO
0DA450 00630 OD450-00630
#(': ::)Pt 1 2 3 1 2 3 \ 2 -}
75472 | 3500 | 3.518 | 3480 | 0.038 | 0037 | 0039 | 3462 | 3481 | 3441
37736 | 3394 | 3385 | 3376 | 0.038 | 0.037 | 0039 | 3432 | 3422 | 3415
138,68 | 3439 | 3455 | 3412 | 0.037 | 0036 | 0038 | 3402 | 3419 | 3374
9434 | 3423 | 3438 | 3409 | 0037 | 0036 | 0038 | 3.386 | 3402 | 3371
3707 | 3036 | 3052 | 3021 | 0.03% | 0036 | 0.039 | 2998 | 3016 | 2982
2358 | 2496 | 2507 | 2465 | 0037 | 0038 | 0036 | 2533 | 2.545 | 2.501
1179 | 1625 | 1.636 | 1612 | 0037 | 0.036 | 0038 | 1588 | 1600 [ 1574
590 0.705 | 0.716 | 0.694 | 0.037 | 0.036 | 0035 | 0.668 | 0.680 | 0456
295 0475 | 0435 | 0469 | 0038 | 0037 | 0039 | 0437 | 0448 | 0430
147 0244 | 0251 | 0239 | 0037 | 0.036 | 0038 | 0207 | 0215 [ 0201
0.74 0190 | 0.198 | 0.184 | 0038 | 0.037 | 0.039 | 0152 | 0.161 | 0.145

(b) FEEL G % (ELISA)

AT

NEH s

20005 , SEFLMAI00 oL, ARBUBLAEL, 37CHF60 min, FHAMELG. &
A0 A200 1 Tl 37C 20 min 5 4 B0 101 A 50
pLEE b, MBESH mn, SHEORM. 30mnf, REHELNEL
S, KM ICRIE HODLS0, B ILEE iR HOD6I0, I (Y=
0D450- 0D620) B F .

LUV, SRS ETRIE (XD JoRisels, Mt SaR bR i i

FY = i e S WU O, AVELOKH RO, KA.

3. MR

T HE KM S L A0 h iz R T2 FIE:

SARS-CoV-2 § protein 1.56%10%
RBD, His Tag 1.52X10%
Data1

Kd = 16,63 nM
96%C1 = 10.62:22.80
RI=0872

o w0 40 e 8O
SARS-CoV-2 § protein RED, His Tag Conc.{nhl}

PR EOREE RO S

Dataz

Kd=15.21 oMt
95%C1 = 11.10.20.71
RY=0.881

WEA (BF) )g

Yw E u).ﬁ g B

-SARS-CoV-2 S protein RBD, His Tag

)

e
Hp

*

Uzsorasd
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i R R AT 7 i EAH
5% i B & 5 BEB L SEAT 40 00 B R 32 16 pg/mI I LL1O i 8000 i

WIgG (Fo) Migke ) L8lili (Fe2) #9500 RU. $HIEIHE (Fel) F
WE AR (RREQRE RRAREHLL W TR
s = PRI R FIE T G AU T 25 O RS A (500, 250,125,
S AL !Pk#""‘*ﬁ'mﬁ‘d“ﬂ’ "&ﬁ#ﬁc 62.5,31.25, 15,625, 7,813, 0mM) . #55FEE 8 H 2 LL30 pLimin 930
— EEARCEE S SLEE, HA120sHHE00s, EARELE
* R TR, RIS E, SR RIS
BB, numsncz)mzu»zq\ﬁm cmHszMz) AR, BL20 uLiminfh T80 s, AR E LA
i BT RSN, SREERERYRENE, ST
1. !EINHE&I HASEPH.
{47l Biacore T200%r b 4% % Biacore T200 Evaluation Software i 5.4}
ERER . AIRIKAN. BHIEN (Fol) FAIFITR0MMR,
247 FMC63 MAD (Mouse [gG24) ( Acro Biosysiems. 751 ygimL) -
SE PR 10 mM N (2B Z. M) WE.N2. 2 B (HEPES), 3. BN,
jﬁ?‘?wi&::)(.mi;#;ﬂ.zgmwzu CRHESIEESEN SR A BB 5 R 0 R R
RIgG (Fo) MEMA, 20 (55, 29215281, Cyiv) + RF LITLs ka “”)”g""
afE SitRIeoH% (1 mpmL) . EZAM (10 mMAREH, pHS0), Human CD19 {20-291) Protein, His Tag ,"mxm,,
FERA (10 mMETRIEN. pHLT) o =
WEMERAAE (5% BRI000SO, Cytiva) : 115 mgN-FBT
TRIELR (NHS) » 750 mg |- 2 2-(3- RN 3R — Rk AL 1
(EDC) #10.5ml | MZEZEE (pHES) . BFEDCHINHSHRIIALD L B o B
WLEBTK, FREPI-ISCERERE, ARMENH. inf
SR 400 mM EDCHIL00 mM NHS. HA|
PR 10 mM MR, pHIT. i |
B, o ERUBRIEH, SPREDS TIES TR (Biacore T200) . CM5S L
. HELE S | &7 (BRI00S30)  Zeba B:-2Ub b H (Themo Fisher, Pierce-89890). o
R PRI A LT (SPECTROstar™=, BMG LABTECH) . 3 W " -
2. REHE W A AR
i 0 BLIgG A 0 11 8 5 4470 (10 mMIRAR Y, pH 5.0) MFER30 »
gml, 20 b L%MRIGOH A S48 1 LI itk T R
b 400 mM EDCI100 mM NHSELIO al/min i 24
CMS Iy eI HEAT 420 sB9 3T {C . H530 pg/mL B % B MIgG Ik L0 ]
nLiminMIHEHESE A BRI (Fe2) £04205s, (B 8H2359000% 14000 H
RU. /S, MMM ZBHEUAL0 uLiminift 17420 st F. S LLAIE £
(Fel) SIAKMEHE (Fe2) MITHENRIE.
FIETHRLE, HE
043 & HSPECTR Ostay Wz,
B& I
WESH ety | EEEE |
‘Human CDI9 1*PBS, pHT.3 with
(20-291) 0.629 0.01% Tween$h, 06124 BIEL Y /2 {
Protcin, His Tag 119% Trehalose

(¢) R HE FHYRIE (SPR) -Human CD19 (20-291) Protein, His Tag

RiE# 5 3. HRER,

R AH CRAGERN FOARTA ﬁémnmi%ﬁ&ﬁ%ﬂﬁﬁm?#ﬂm‘ﬁﬁ;ﬁ. :
(YA Ki A mall,
WEBAL, L o R %ﬁ%\ ‘ L . C )
7

SARS-CoV-2 § protein 210X 10°
P— RBD, His Tag 1.79X10%

BREE | SARS-CoV:2 s);mnki@.

1 KRR RRE w

EEEA
SE45: Homan ACE2, Fe Tag (Acro Biosystems, AC2:HS257) -
ST M K10 mMN- (2-52.3) W-N-2-Z 8 (HEPES),
150 mMABUEDS (NaCl) . ImMZ ZEEIIZR (EDTA) , 0.005%0hiE

20 (Tween-20) , pHMHET4. : - = =
A EA: 400 mM EDCFII00 mM NHS. e
PR 10 MM ERRELER, pHIS, FWBRE & B S
EEUBBFH: SPRENS T 5L (Biscore 3K) . Protcin ~

AMESRTEH (Cytiva, 29127556) . Zeba B R EEE ( Thermo Fisher,
Pierce-89890) . WK HIT it (Themo Fisher, Nanodrop) «

2, RUSR

HRERT Rt iR
AL R, AR S AT B AR RS pgml H LL10 ul/min
R, ) | AR A B Protein AN A ARIBIE (F2) #1200RU. BHEE

Bl RARE | (Fel) MBI BB * Lo a2 i
B B b AT 7 IR BEALER, 63 o
[ 040 i FISPECTROstar s 7 PSS . e L
AR FRBER
isasiod {(mg/mL) o 2 B (mg/mL)
SARS-CoV-2§ "‘":::;”'“‘
ptclumrkED_ His 0% B 0.52
b pH74
A BORE AT O P R 4T 205 0 B R 10 Mk (250, 125,

62.5,31.25, 15,625, 7.813, 3,906, 1.953, 0,977, 00M) . $5FEREE R
FER B0 uLminBTHE A R BN S B LB, SE00 s
2105, HERBSRGERTESRPIRT. B PRESHE, &
7 B FIpHIE M1 500 H EAVRAR, LL20 (LiminfyE 430 5, mﬁ
AR RSO, BT RS HTEE
k. SRMENNEECH.

148 Biacore $K 47 4 ¥ Biacore Insight Evaluation Softwareif 1 6
KA. SHEEE CFel) BT R RS,

(d) FIM% 5 T7ILPRI%E (SPR) -SARS-CoV-2 S protein RBD, His Tag



2) EEHEL THARRS A R AF

WiH# R (REE ﬁugq‘ g
=
WERA \Mm! Dw
ik L ELISA)
WA ﬁ*ﬁl MR |
BB, | AniHTNON T mgmL)
1. RMHHERE
ETLHE TR LR E ST
[ mig B PP
®iF HING N L 401 10-V08B
005 ]
akn Jf‘ m['*m‘ SOmM CARBONATE, PH 9.5
WRHCAITE | 0.05%01 #2047 | 137 mM NaCl, 27 mM KCL 10 mM
e it NwHPO., 1.8 mM KHPO., PHT4
- 3 BSA W @A | 137 mM NaCl 27 mM KCL 10 mM
A NuHPO.. 1.8 mM KILPO., PHT 4
EOTIER | TMBRE TIEM | 8%, Po209
ETE 2 mol/LFM 2M sulfuric acid
= SHUAISG L. ;
Wb diils HRPERC WL 61-6520
T MR K R AT 100 nM I
AnuHING N
nmm. rapa | A B iy, ARSI TR, %
EUN R AR AL BN SR
o ,.{“.
EBUMBEERRH XE. pH i, ERWEE, Gens B (BioTek)
GraphPud Prism (v102) SARSEIRIRH. 96 7L ELISA .
2. WRIR
LA 00 gl TN N EL 005 mol LA (pH 96)
pe/ml, EASEHL100 i B £ MR B, IR R Taoc
PR, R LR T S RHLINA200 uL
PBST C0.05%fH0t 200 PeikEpi, RIS minfs 5 LRURECPITHIE
FFTEWARIE T, WS,
LEHIL200 L0 BHH 3% BSARIPRSH RN ERHRET, 3TCHEES
T he WA, AR FRAOTE B A B 00 pL N ERlisa LR B4
MOBEREMAT M3 AL, 00 LM RRIT R FAL 3TCHER B
¥ Fi60 min.
T U S FEHRPRE NG (150 B 6L 1gG i VBRI 1:S000T8FF 4.
SHLIDAI00 L. REEFRII0 min, WA, AFLIMASO L8 AT . |
i
i ‘g&% Rt
4
oD o% * o020 OD450-00620
BRI A
1 2 2 3 I 2 3
(0M) ’\t’ * |
20 3674 | 364 00417 | 0447 | 3.6326 | 3.5723 | 3023
[ 3686 | 3543 | 3559 [ 00415 | 00412 | 016 | 36445 | 35018 | 35174
3087 | 2864 | 2927 00421 | 00407 | 00417 | 30449 | 28233
08 28853
0.16 1808 | 1397 | 1457 [ 0.043 | 00405 00412 | 1765 | 13565 | 14158 |
0052 | 0523 | 0388 | 0.38 | 00407 | 0.0405 | 00413 | 04823 | 0.3475 | 0.3437
00064 | 0136 | 0015 | 0116 | 00411 | 00406 | 0 | 00949 | 0.0744 | 00756
0.00128 0071 0.064 006 | 00431 | 00412 | 0.0409 | 00279 | 0.0228 | 0.0191
0.000256 | 0064 | 0056 | 0.059 | 0082 | 00418 | 0407 | 00238 | 0.0142 | 0.0183
#2 AL BRE
0D430 0D620 OD50-00620
[Ty n
o) 1 2 3 1 2 3 I 2 3
2 3475 | 3502 | 3519 [ 00414 [ 00415 | 0452 | 34336 | 34607 | 34738
1 3247 | 3418 | 3367 | 00422 | 00503 | 00445 | 32048 | 33677 | 33238
s 292 | 3005 | 3002 | 00409 | 00414 | 00407 | 28791 | 29616 | 29713
0.6 142 | 1547 | 1706 | 00411 | 0.0453 | 0.0413 | 13789 | 15017 | 16647
0052 | 0441 | 0486 | 0492 | 00405 | 00403 | 00404 | 04005 | 04457 | 04516
00064 | 0131 | 0152 | 0157 | 0.042 | 00419 | 0.0407 | 0089 | 01101 | 0.1163
0 DAY 008y | 003 | 004l A Joe0e | s | T 0 U9
0000256 | 0075 | 0069 | 0.181 [ 00402 | 00402 [ 06 [ o0sas [ 00288 [ 01304

X s

SR F30 minS, SCE I ASO pLEe 1k itk ES U €
FRCE AN, R KA HODISD, LK
FHL (Y=0D450-OD620) L.

ELYHUOG A, R R AR (X)) JyhRshn, il SR e e

JAY = 2t R e B B RRFLIRE G WZOD, i HKd.

3omini. AR
£ 40D620, i3

Kirk
3. MR,
AW R . R M
[¥3 [ Kd (s moll) |
2
ARiHINO N itk : s
Data 1
.
3
] Kt = 0234
g 95%Cl = 02130287
b R = 09995
o
o 5 w0 5 0 a8
Anti-H7N N Antibody Gonc.(nM)
B PRI R G ek
Data 2
.
3
3 Kd =0.200 Ml
57 95%C1 = 0.168-0.239
2 R?=0.998

o 5 0 15 2 25
Anti-HTNS N Antibody Conc.(nM)

SRR R

REA (B pﬂ%ﬂp

20254 06 B 180

(a) BRI 2 (ELISA) -Anti-H7N9 N & Ak

4

&
=
=
=
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JH # e
MHERAT:
B Hr ik PERHSiE (ELISA)
K | SARS-CoV-2§ Mng (Cat. No. SPD-C52H3)
I EHHHENE
EERME HSWFE:
ERNET] [T EiT]
®hs | uman ACEL Fe Tag__| oo Biosystems, AC2-115257
GHA | ELISAGER (0 | QLR T ARFION
TRt | ek
S SAFITBSTER PPl | #4420 g BSA, TA 100 mL FITBST{ 1<)
R | 03%TBSTERH I 100 mLFTTBST(L -k Aeh IADLS ¢ BSA
WET TR0 mg T™MB, 10 AF | mL DMSO!
| MBR AT 250 L, 1530 L 3% HOx I AEIS0 mL
i MRS
2N 17,2 L 98% HiS0VI AFIAT28 mLIEF
TikP conjugaied
Ami-is tag Antbody | Acto Biosystems, HISPLMS3S
AY631, mAb
o FI B 90 05 R 0019320
s, k. || FME | SARS-COV-2 § protein | wefml) . 345 FHLT 6 06 LA 7 B0
fe || * RBD HEREE, (R RTIBRERE SR, 2t
R BRI

EERERERIM: RP pll it ERHEE. SHEMEL (BMG
CLARIOSTAR) « GraphPad Prism (v102) BuBStH#eE, 96 7L ELISA #i.

1. AW

HUHHE 100 pgfmlEIHTNG N1, FHI0.0S mol/ LA IG R Pl <pH 9.6)
WEREE ) p'mL. DUFLI00 uL 09 RSN R A EHSREE Tec
W 1678}

itk LM R, R LRI SRS BLIMA200 L
PHST (0.05%MINETE-200 JEHRGEMIGL 3 I3 minf7 72 MEbRRCT MRS
HrlEm kIR LT, BESK.

BLAFAL20D b i BHE 3% BSARIPRSH U MERHEICT, 3TCHRSS
Fhe YRR, SR TN A R SR R 000 pLinE Elisata BB
SR M MR 3L, LL100 uL Ay MR 6L 37eCH
8PTGO mi

A R 5 R 1 Edifk (1

i
OD450-0D630
WRIRE
(M) ! Npwewpre/ ° : ! : :
75472 2921 2934 P03 | 0034 | 0038 | 2885 2.900 2873
37736 2872 | 2883 | 2860 | 0.037 | 0035 | 0039 | 2835 2R48 2821
3025 3035 3m3 0.036 0.034 0037 2989 297
18868 3.001

9434 2903 | 2012 [ 2894 [ 0247 | 0240 | 0252 | 2656 | 2672 | 2642

4717 2817 | 2829 | 2806 | 0036 | 0.034 | 0037 | 2781 | 2795 | 2769

2358 2188 | 2197 [ 2178 [ 0.038 | 0057 | 0039 | 2150 | 2160 | 2139

17 1163 | 1172 [ 1053 | 0.037 | 0035 | 0039 [ 1926 [ 1137 | 1114
590 0715 | 0723 [ 0.709 [ 0.037 | 0036 | 0.038 | 0678 | 0687 | 0.671
295 0351 | 0361 | 0.346 | 0.036 | 0035 | 0037 | 0315 | 0326 | 0309
147 0214 | 0223 [ 0209 [ 0.037 | 0036 | 0.038 | 0177 | 0187 | 0071
0.74 018 | 0125 [ 0114 | 0.036 | 0035 | 0.037 | 0.082 | 0080 | 0.077

RS
0D450 0D630 OD450-0D630
PR
(M) 1 2 3 ! 2 3 I 2 3

75470 | 2938 | 2965 | 2008 | 0035 | 0033 | 0037 [ 2003 | 2032 | 287

37736 | 2921 | 2952 | 2690 | 0.037 | 0.035 | 0038 [ 2.884 | 2917 | 2852

18868 | 2940 [ 2080 | 2001 | 0037 | 0036 [ ooss [ 2002 | 204 | 2873

9434 2825 | 2858 | 2.792 [ 0.037 | 0035 | 0039 | 2788 | 2823 | 2753

4717 2779 | 2808 | 2751 | 0.038 | 0036 | 0039 | 2741 | 2772 | 2712

2358 2075 | 2101 | 2050 [ 0.038 | 0037 | 0039 | 2037 | 2064 | 2011

179 1271 | 1299 | 1.243 | 0.038 | 0036 | 0.040 | 1233 | 1263 | 1.203
590 0674 | 0701 | 0647 | 0.038 | 0037 | 0039 | 0636 | 0664 | 0608
295 0354 | 0381 | 0327 | 0 0033 | 0036 | 0319 | 0348 | 0291

147 0208 | 0234 | D182 0035 | 0039 | 0171 | 0199 | 0143

074 0059 | 0055 | 0.067 | 0.037 | 0035 | 0039 | 0022 | 0020 | 0028

(b) BRI G i

3 \S’ﬁﬂtf

R & \?ﬁg%‘

(ELISA)D

20000 . BHLIAT00 L, FIEBRBIME, 37CHI G0 min. FINAN, B
LI A200 L 5P FRRE 00 5 60 T (F . 37°C 75 20 i 3180 10 A 50
WLEEILA, RETRERREIN min, #HHCEEURINE. 30 miney, ORI bE (RRTE X
A, B K EE oDaso, St ioDeo, A (v
OD450- OD620) {1 FHfh .

LAYy s bR, RSO OC) b e, il SO Ak B fH L

T = S s R A O A9 FRUK I A B ODAL £ BEKd,

3. BMER.

s (L B B LT 0 A 0 s
ki Kd C#flr:

SARS-CoV-2 S protein (e
RBD. His Tag. L5710

Data 1

= -
Kd = 16.31 nM
95%C1 = 10.22:22.71
R =0.970

200 00 600 800
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Kd = 15,68 M
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Hrepdhm, LL20 pl/mind i 1180 s, SERNACHE UL AR R EER 5

1 ERHHERS Fi @ F AR SRR A 2

SRR B
o - 1] Biacore T200Hi $H Biacare T200 Evatuation Software 715
+ H jouse 12G2a) ¢ Acro Biosysiems gimL.) & K. & (Fot) AT REMMA,
JEATEG R 10 mM N- (228 IRHEN2-Z Y (HEPES ), .
150 mMETLH (NaCD) o 3mMZ = P12 M (EDTA) . 0005%0kifl 3. AR

<20 (Tween-20) , pHI1i%74. W & & et T 22 e
HIg (Fe) MUELAL. 2% (%, 20215281, Cytiva) . Job ‘KW}JM'”MMNJ‘WFMWJ'

EERH
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Wk 10 mMHRREERE. pHI ) o Human CDI (20-291) Protein. His Tag TERIN
SULERRAAAR (45 BRIOOSO, Cytiva) & 1ISmgN-FEET = =
“RETERK (NHS) . 750 mg |- Z 33— AL BUI B 46 )R — TE Rk A il e
CEDC) F10Sml | MZERE (pH S) . SFFEDCRINHSA S A0 -
mLEBTA, SRR EIRTRIACRIE, (HRME A %’},ﬁ -
WEAEET: 400 mM EDCATI00 mM NHS., A ©
PR 10 mMTHRRRALSE, pHILT. E - o e
EERBESH, SPREWS T LT (Biacore T200) . CMS !E\ 1 2: =
I (BRI0S30Y . Zeba B ABLEEEE (Thermo Fisher, Pierce-89890),
RS AIE T (SPECTROSt™, BMG LABTECH) - Uk w o mo o w w
2. HRFE S KBRS R

5 7L gGAL P A S0 (10 mMIBESA, pH 5.0) FREEI30 0
@mL, 20 w L&HMIGH ARG » LERWAE T KRl
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CMSE Fr F i 17420 896 K. 4530 pg/ml () % 30 B 1gG I K LLIO
uLiminff i i A IR (Fe2 ) 594205, [R5 kLS H9000% 14000
RU. BG. EH 1M ZBRBENO pliminit (7420 s . S L@

FISHEIN (Fe2) MATHFIRERE. od
P A P A7 ARG 2 R R T R AT, TS a4 .
1Y 4 P SPECTRO star i 47 3¢ HE iz - 00 3
PR HRRLER
HeaEH istiony AR ® gty
Human CD19 14PBS, pHT.3 with . ]#i 4
20-291) 0629 0.01% Tweenso, 06124 WIEA (BT) ;|2 ﬁé
Protein, His Tag 11% Trehalose:

20254 06 F§ 188

(¢) T TR (SPR) -Human CD19 (20-291) Protein, His Tag
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WHARK: (HR8H F A0S B R O ER ) F A0
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SERAT Lt o LEH TaRioE
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A ik &‘&!;‘Eﬁfﬁﬁ-ﬂ“ﬁﬂ: (SPR) 24310

b SARS-CoV-2Tprotein RBD, His Tag i Cal. No. SPD-C52H3)

i EEHBREE

EREAL

Wt Human ACE2, Fe Tag ( Acro Biosystems, AC2-H5257) .

JEATEM M 10 mM N- (2-FEZ3E ) URBE-N-2-ZL N (HEPES,
150 mMELH (NaCl) o 3 mMZ —REPUZAY (EDTA) . 0.005%0kill
20 (Tween-20) | pHB %74

A 400 mM EDCHILI0 mM NHS.

TR 10 mMEENEEAE, pHI 5.

ESRBREH SPRAEM T (X Biacore $K ), Protein
AR (Cytiva, 29127556) | Zeba B.C AR EE Thermo Fisher,
Piorce-§9890° . #LH 2 L it ( SPECTROstar™™s, BMG LABTECH .

B WMl

2. bW il
27 0 ML T 9002 7 RO 05 8BRS 6 T :“
GRS (645 PR, A2 T MRS gl FF 110 L dmin i
O TE A FIProtein A TE A (Fel) #9200 RU. Ll 1
(Fel) A BIEAT AR MER. " ;
eV P 7400 AT 90 AR W 17 B0 0, b X
i @ I SPECTROstar™ i 7 e i 32
BB A B &R
RO (mg/mL) B R R & (my/mL)
1=HEPES with s
SARS-CoV2 § jrpiait ) ) |j]%_“j§
protein RBD, His 06 052 BAEA (EF) «
Toeen-20,
he pHT4
A R P2 7 G T 21 B PR 10 iR 250, 125, dapt WA

62.5,31.25, 15,625, 7.813,3.906, 1953
08 A 2 LA 30 lmin ) HE I A 8 L&, (o0 sHIBE
BE2I0 s, e M PRI T AT NIRRT, B
P BE T pHAEL 1 SO R AEAR,  LA20 uL/minf) L 0330 5, B
PR CUBR R B P BT AT T DRI, il N
(AL E e T .

(i Biacare 8K 53 b7 9 #1 Biacore Insight Evaluation Software it 51

B SR SHEE (Fel) T RIS

0nM) - $5EHEE IR
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3) BHEFZSEHRE tR) ARAF

MAW NI min/S, SLHPIDASO pLEE S ROR B 30 mint. M
P RE R, R4S B E HODISO, BRI HOD6, I
Befli ¢ v=OD450-ODG620) A9 Hail.

I A O

BEERAD

CIVHL AR, HrBEERARE (X Rl Smemitit

: Ay = Zmetosra e A S B8, B BRCCESMRODI, it 3Kd.
i e
LT ‘»\mi—lITNvN% ey 3. BEER:
W ATEEM AR AN, FRONEARN T R0E,
1. KRHHERE Ba&H Kd (#fii: moliL)
SRR R R AT AmHTNON | 220
i &% [VELTE] 1 2120
Bz HTNO N OB 40110-VORB -
0.05 mol/L B M
SomM CARBONATE, PH 9.5
i e 4
FRAR | 005%eEE-200 | 137 mM NaCl 2.7 mM KCL 10 mM 3 o
WP | BN | NaHPO, 1.8 mM KHPO, PHT.A E o —— \ki
e 3% BSA 0 6 B | 137 mM NaCl 2.7 mM KCl 10 mM §2 O e s
A Na:HPO, 1.8 mM KH:PO., PHT4 2 e
SETHNE | TMBRA TN | @Kk, PO209 b
B 2 molL M sulfuric acid i
. RIMIG I ] 5 10 15 o 2% 4
W | Reiic il Anti-HTNS N Antibody Conc.{ni) a.i
. 1 8 PR R 0 R A B 100 n ) BRI RS LA
o 1 -7 & 4 A
o, || | A N g s s,
BRLE BRI A BN, RV R
Besu Data2
ERUHRE BRI XF. pH it EESR . Gen’ MR (BioTek) %
GraphPad Prism (v10.2) SIR&HIBEEH. 96 FL ELISA 4.
3
1. RRSR
] Kd=0212 oM
ECHRME 49100 pg/mlBTHTNO NER €3, F110.05 mol/L AR AR TR (pH 96) g 2 95%Cl = 0.160-0.250
WRRIEE pg/mL, LLAFLI00 oL 0 RIMEMIRE S, WE RSN TIC = RY=0.999
wHIehH. 1
Wi F LR, KR EBERT. REELEA00 4L o
PBST (0.05%(9H8-20) FIREMHL ¥ BN N3 minks F5MIREF MR T n i ®
A LBBRT, EESK. Anti-HTNS N Antibody Gone. (nM)
LAFTL200 WL 8 -43% BSARIPBS M AN E M bEBLT. 7CHEEN |_ |
Wb, WEUE, FSHERE R M B & R000 LINFEElisa LB P, BT
BRI RIS L. LLI0o yL R e L STCTA S BEA (BT ,FT{,MEF BERA C
18 60 min. E
PRI, i FFHRPSISY R0 RIgG 4R, /190380150000 =i, N Y
MFLIAI00 pl, R EEFE30 min. FEHEE, WHLI0AS0 ul i O L. W LR P'g: | 2o & ,5 A 124 B";)
W
1 B-NMASRNE
0D4s0 0D620 0D450-0D620
BRI
oty 1 2 3 1 2 3 1 2 3
20 3.49 | 3443 | 3561 | 0.0434 | 0043 | 0.0431 | 34526 | 34 | 35119
[ a 3443 | 3424 | 3435 | 00413 | 0.0411 | 0.0408 | 3.4017 | 3.3820 [ 3.3942
08 3.001 | 3.047 | 3229 | 0.0453 | 0.0599 | 0.0408 | 2.9557 | 29871 | 3.1882
| o 1531 | 1375 | 1416 | 00433 | 00418 | 0.0437 | 14877 | 13332 | 13723
| oo 043 | 0.378 | 0475 | 0.0862 | 00523 | 0.0592 | 0.3838 | 0.3257 | 04158
| 00064 | 0073 | w168 | 0.8 | 00399 [ 00417 | 00498 | 0.1331 | 01263 | 0.1302
0.00128 | 0.084 | 0.091 | 0,091 | 0.0688 | 0041 | 042 [0.0152 | 005 [ 0049 |
[Cooo02s6 | oo6s | o072 [ 007 | oois [oosr | oos2 [omas [ooat [oom | g
%
aug
2 W RAREEREN g/
0D450 0D620 0D450-0D620
WA
™) ' 2 3 1 2 3 1 2 3
20 3.658 | 3452 | 3.566 | 0.0414 | 0.0422 | 0.0407 | 3.6166 | 3.4098 | 3.5253
] 3464 | 333 | 3436 | 00411 [ 0040 [ 0.0411 | 3.4220 | 3.2896 | 3.3949
0.8 341 2907 | 2,937 | 00477 | 0.0464 | 0.041 | 3.0933 | 28606 | 2.896
0.16 72| 1503 | 1412 | 00425 | 0431 | 0.0453 | 1.6775 | 14599 | 1.3667
0,052 | 073 | 0443 | 0522 | 00499 | 0053 | 0.0a6 | 03231 | 039 | 04774
00064 | 0204 | 0.187 | 0.165 | 00207 | 0.0407 | 0.0406 | 01633 | 0.1463 | 0.1244
0.00128_| 0086 | 0.081 | 0,081 | 0.0418 | 0.0415 | 0.0432 | 0.0442 | 0.0395 | 0.0378
0.000256 | 0.066 | 0.066 | 0.071 | 00204 | 0.0434 | 0.0404 | 0.0256 | 0.0226 | 00306

(a) BEEEIZE % (ELISA) -Anti-H7N9 N & HHik
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iR T Tl (50 48
SiEN WL (ELISA)
HripEE is Tag (Cat. No, SPD-C52H3)
HSMTFR:
CEEETIo]
Human ACEZ, Fe Tag__| Acto Biosystems, AC2-HS2ST
ISARMIR (10-) | (A LR T ABRI0E
20 +TBSTHf il LUt §@ 8 Ll
2% BSARITBSTHER L | B2 0 BSA, 10 A 100 mLEATBST(1x}
0.S%TBSTHEN # 100 mLEA TRST(L )R IMA 05 g BSA
20 mg TMB, 11 AFI mL DMSO: %5
TMBI (2 T IS0 L, 5530 pl 3% HO: 0 AR50 mL.
W
LA | 2 N 272 mL. 98% H.SOMAF|472 8 mUHEE R
mh | conjugated
G| Aiis g Anibody | Acra Biosysiems. HIS-PLMSIS
(AY63, mAD
BT FI 18 F5 S0 B B KL (0.0195-20
. g || EEI | SARS-COV-2 § protein | wefmL) . A TR W L2 (R TR
RBD PR, O RFIBERF&EE, R
FrRd
TR BRI
EENBGFEES: ZF, pll it RS, SRR (BMG
CLARIOSTAR) , GraphPad Prism (v10.2) BURALTREH . 96 L ELISA 8.
2. ARSW
BUHAE 9100 ug/ml BIHTNO N (1, 710,05 mol/L BRER & Sk (pH9.6)
TR agiml . LLEL100 uL 89 RMEMIRHL S, AR T4C
W 1648
ke FEENRHCR AU, R R HLINA200 pL
PBST (0.05%15-20) Si A, SHMH min 5 3 LAHRIP L
SHEMOKER LR BT, BESK.
LLAEIL200 pLOYIR 5 3% BSA CUPBS H ATEIN EMIRE T, 3TCHEEMIT
V0 he SR IO B RPN AR100 LI Elisa LR,
TAFHREER MR 3P, LU0 pLAYIRRER S L 37°CHE
n.
1l 45 AL AT DU BRI €15
i
x| B-RAAARIE
| 0450 0D630 OD450-0D630
BRI
nh) 1 2 3 1 2 3 i 2 3
75472 | 2572 | 2605 | 2538 | 0038 | 0040 | 0037 | 2534 | 2365 | 2501
37736 | 2676 | 2710 | 2644 | 0038 | 0039 | 0036 | 2638 | 2671 | 2608
19868 | 2773 | 2743 | 2797 | 0.037 | 0036 | 0.038 | 2736 | 2707 | 2759
9434 | 2403 | 2433 | 2372 | 0007 | 0039 | 0036 | 2366 | 2394 | 2336
47.17 2653 2.681 2617 | 0.038 0.037 0.039 2.615 2644 2578
2358 | 1825 | 1853 | 1.792 | 0.038 | 0039 | 0037 | 1787 | 1814 | 1385
1079 | 1268 | 1299 | 1241 | 0037 | 0036 | 0038 | 1231 | 1263 | 1.203
590 0587 | 0617 | 0561 | 0.038 | 0037 | 0039 | 0549 | 0580 [ 0.522
295 0356 | 0385 | 0335 | 0038 | 0037 | 0036 | 0318 | 0388 | 0299
147 0.165 | 0054 | 0.162 | 0.038 | 0037 | 0009 | 0327 [ 0017 [ 0423
0.74 0.141 0034 | 0.130 | 0.037 0.036 | 0038 0.104 0.098 0.092
H 2 A DB
[ 0D450 0OD63 OD450-00630
Lt
l 2 B 3 t
(o) 3 1 2 3
75472 | 2558 | 2589 | 2507 | 0.038 | 0040 | 0037 | 2520 | 2599 | 2490
37736 | 2818 | 2850 | 2784 | 0037 | 0036 | 0038 | 2781 | 2814 | 2746
188.68 | 2960 | 2993 | 2927 | 0.038 | 0.037 | 039 | 2922 | 2936 | 2888
9834 | 2712 | 2741 | 2684 | 0.036 | 0038 | 0035 | 2676 | 2703 | 2649
4707 | 2642 | 2671 | 2613 | 0.038 | 0057 | 0039 | 2604 | 2634 | 2.5
2358 | 1790 | 1822 | 1758 | 0037 | 0038 | 0.036 | 1753 | 1784 | 1722
179 | 1227 | 1259 | 1195 | 0.038 | 0037 | 0039 | 1189 | 1222 | 1136
590 0632 | 0661 | 0.603 | 0.037 | 0036 | 0.038 | 0595 | 0625 | 0565
295 0316 | 0345 | 0287 | 0.038 0.037 | 0039 | 0278 0.308 0248
147 0.15 | 0.148 | 0.157 | 0.037 | 0038 | 0036 | 0019 | 0110 | 0421
(5] 0,066 | 0.063 | 0059 | 0.038 | 0037 | 0.039 | 0.028 | 0026 | 0.020

al
=
u,

2000 , WALMAI00 pL, FIEIEIENE, 37CH H60 min. FAMEE, &
FLINA200 L5 AN 00 6 A0 37 °C f BT AR 20 minfG LR A S0
pLE LA, MEBRE min, HERERK. 30 miny, (EFARELANENR
M, MR HODIS0, BHEKREHODE, i HAE (V-
0OD450- 0D620) )T HIH

BV AT, RO SR (XD BT, R SRR

FIY = Lo b M & B0, W RBKEA ARLODM, it WK,

Wt
3. HBEHR

ASEEMEERIM . FOHMEARE TR
WAL Kd (Ht2: moll) |

SARS-CoV-2 § protein 1.49% 10+
RBD, dis Tag 1.62X10%

Data 1

800
SARS-CoV-2 § protein RBD, His Tag Conc.(nM)

BonBREROSEHE
Dataz

Kd=1620nM *
B%CI = 10.52-24.85
"= 0966

wa e b ok

FoRNARROS GRS '
RIEA (B w{i\,ﬁ\g?@ ﬁ&&\ a

zo e £ TER

(b) BEEL S P2 (ELISA) -SARS-CoV-2 S protein RBD, His Tag
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150 mMELIEH (NaCly , 3 mMZ BRI ZAG (EDTA) , 0.005%0E 8
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FEHARF: 400 mM EDCHII00 mM NHS.
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BB, | TH (BRI00SI0) . Zeba BLIURELE (Thermo Fisher. Pierce-89890).
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2, RSN

25 % 5 1RGP B85 A €10 mM RS . pH 5,00 FRBEFI30 0
giml, 20 »LAIMIgGIAMA RS » LEE S AT HRERE
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CMSE 7 8 17420 sEFE L . 4530 py/mL &% % i BLigG #ft ¥ BLio
aL/min ) L FE N FUASHIEIE (Fe2) #4205, [ fikE9 59000 14000
RU. B, A1 M R0 LminE 17420 sH . SHEE
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He
IgG (Fe) SR IRIMIl (Fe2) #9500 RU. BRI (Fel) &

TR T R
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WIS TR, BRI, ©F SR ApH 170
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{& fiBiacore T2005HK7 4% # Biacore T200 Evaluation Softwareif 5 i
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(¢) RMFEHFIHRIE (SPR) -Human CD19 (20-291) Protein, His Tag

A aH (RS AT
BERL: NESS m
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)
L"‘ﬁ *amﬁfm& (SPR)

+ <37
SARS-CAY 28 protein RBD Hif Tag (Cat. No, SPD-CS2H3)
3 48

R, R
s WL R
HiR

1L R

EHRH:

6 Human ACE2, Fe Tag (Acro Biosystems, AC2-HS257)

AT 710 mM N- (292,38 IRIE-N'-2-Z, BN (HEPES),
150 mMBUES (NaC1) o ImMZ = BERIZ88 (EDTA) . 0.005%8LiE
20 (Tween-20) . pHI 7.

ALK 400 mM EDCHI100 mM NHS.

P 10 mM TR, pHIS.

ERGBRIEHR: SPRE®IFEFSHT{L (Biacore 8K) « Protein
AT (Cytiva, 201275560 . Zeba B-AUKEEE (Thermo Fisher.
Fierce-89890) + AN ET ( SPECTROstar™, BMG LABTECH) .

2. HEbE

P £ 40 i 1 A T AR AT T R B Bt
R R, BIEARRIE TR R S ug/mi HEL10 pLimin
(193 A Protein AJEEES I 30 (Fe2) #9200 RU. SHeilin
(Fel) A HEBITRATH WK

PR A BT S A 5 T R0 3 LT I A AL, A
J5 ¥ S HSPECTR Ostar=~if 1 U5 .

R R HRRERR
- S=E2 ] (mgimL) B R B (mghaL)
SARS-CoV-2S 'XHOE:;Z"""
prﬁanTRBD,Hu 06 — 032
b pliza

1R LI 7 £ PR T 268 LR 10D IR (250,125,
62.5,31.25, 15,625, 7.813, 3.906, 1953, 0.077,0nM) . 45 HFE 15 B0 #530
010 LU0 L min R 2 A BS80S 85 LR 44590 IR
W210s. EEREPRSTETERRETRT. 9 NREMTE, &
F A pHA AL SO MM AN, LA20 uL/minFTEFEI0s, RN
R CL RN AT AT T — MREESHTE] . ST R
MR, SR E s R,

P Biacore 8K 5347 §: ¢ Biacore Insight Evaluation Software 51 &
ARER MUK, BHEE (Fel) BT RN,

3. MR

oA T s T o T RO B
[(IE1 Kd Cffits moll) |
SARS-CoV-2 § protein

RBD, His Trg

v P F =

Bl & e A
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Jasw b &a

(d) REEFETHIRE (SPR) -SARS-CoV-2 S protein RBD, His Tag
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2. B EHSME

AR SR 4 AT M A B g RGN 2 38 8 T o 2 1 S R e I 7 V2 —— T IR e
Bivk (ELISA) MIFRMELZE TIIRIE (SPR) , BT EAE. M. ATHERE R SEA il
SERRE R, AN 7 E N AEEH E B EGRER A PN T AR AE S B, BUTR AR 2 G AL
SR R AT . ELISAR & RAK, BER. BERESRE, ST HIRER
2, TISPRIMHEASL . TEhrid @ RS f, Ea S BSR40 M, P B9 b
Foo WRAFRIFE R, B BERTHRTIRCR . ARSI AS, (R AR R AE P iR
prdEdl, JEHAEE EHEAMPEARE DR ST, A — St 515
G PR ER BRI . EHE AR AR 29T R ANS W S v i S B
Lot AR E VEXT RV (10 ) 5 A PR S PR T S B 0GB . ARBR RV S S e
SRR 7 2 (R R BT b, GO RIS RIS B, SR R R RO 4R
Tts [RS8 M BRI AR J7 SR AR (0 B B Ak, AR THES —. AE. whB
W R R R, (R RE A AT ARG PR, $EH R ETE R A AR it

PRI Y 135 VB [ B 52 7)o
(0 5EEr EAMRRIFERAR AR KX EER, SSRRKESMER . FELHRH R
FEXF E B

HAT, B BR bdI I « S8 8 B2 A il g 77% " ISOBRIEC IE A AT Y
[ brbrift, EAERRSEEZR, HEAEAKNZNHTAEGRE 00K 2 WS,
FCSRAN A 22 R F A bR HE AT VA8 RS, 41 2€ [ PeproTech. FEEK K. R&D Systems.
TR A FBHIE T EHARE SR NETT F . PRI A 035 1 I S 5 W P e
(ELISA) . K45 & 7 HAREOR (SPR) AR T EOR (BLD MEFIR I E & #3% (ITC),
HABLISAK BRAAIS . BRI, 72 F bR N5 0 E -5 —; T SPRAIBLIZE Tobn
0 S A A H T B i ) R U AR RS AR, TS R T B

[ SN IIRE & 7 TH, 9] WiBiacore (Cytiva) FFA[FISPRF & & H T A8 & ([ —At ik 2
S &26M 7], HAFGRBD-ACE2HRAM A E AR (A1Kd~0.2 nM) 7 [ Fr 3k
Z 51 . E =gt Inter-BioA 7] T A ISPRAX A%, AEAHFMAT H ' (RBDHACE245 %)
FITERAS HISE A ) 83E S Biacore R 45 R [E— B, 1 W [ P A s AE Bl vl v . RREME I
HHLE T T s 2 bR ek K

BeAh, EEEFRbRE S AR TR (NIST) 20U Co SPRIT T2 F & Mk 1 2 A
PRAEPD T E AL PN, o [ 24 #2020 AR B IR SPRITVE, 3 — AR T i B R FEAR
AR I PR R
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AR K B Prn e i JR B
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(-£) EREE A EE TR
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